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IMGVR_UViG_3300045988_188318|3300045988|Ga0495776_163013|8371-58353: 29,400-44,691 (+)
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34 35

PDC-S68_WP_086395456.1 (CDS_0036)

37
REase_I_00001 Type (CDS_0038)

Specificity_I_00049 Type (CDS_0039)

RM__Type_I_MTases_FAM_0 (CDS_0040)
PDC-S31_WP_063883643.1 (CDS_0041)

42

43
44

45 4647
48

49
50

51 52 53
54

55 56 57

MGV-GENOME-0350815: 26,064-46,712 (+)
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IMGVR_UViG_3300045988_185347|3300045988|Ga0495776_174499|8364-58237: 30,136-45,122 (+)
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