endolysin (CDS_0031)
tRNA-Thr(TGT)
integrase (CDS_0033) 44 48 50 54 59 61
29 30| 32 [34 35 36 37 383940 41 42 4345 4647]49 51 52 53] 55565758 60] 62
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MGV-GENOME-0329229:29,400-53,340 (+)

43 47 49 53
34 35 36 373839 40 41 427444546148 [50 51 52] 545556
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MGV-GENOME-0346742:29,400-53,059 (+)

43 47 49 53
34 35 36 373839 40 41 42 [44 4546]48750 51 52] 545556
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MGV-GENOME-0342029:29,400-52,230 (+)

38 42 46 48 52
34 35 3637 39 40 41 [434445]47 [49 50 51] 535455

LB | [
MGV-GENOME-0348174:29,399-51,597 (+)
RnlAB_RnIB (CDS_0035)
RnlAB_RnlA (CDS_0036) 45 49 53 55 59
34 \ 37 3839 40 41 42 4344] 46 47 48 1505152[54 [56 57 58] 60 6162
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MGV-GENOME-0336735: 29,399-57,733 (+)
RnIAB_RnIB (CDS_0035)
RnlAB_RnlA (CDS_0036) 41 45 49 51 55
34 \ 37 38 3940] 42 43 4446 4748]50 [52 53 54] 56 5758
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MGV-GENOME-0336350:29,399-55,410 (+)
35 39 41 45
34136 3738[40 [42 43 44] 464748
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IMGVR_UViG_3300045988_188318|3300045988|Ga0495776_163013[8371-58353:29,400-44,691 (+)
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0040)
REase_l1_00023 Type (CDS_0035)
MTase_|I_00035 Type (CDS_0036)

37 47 51 55 57 61
REase_Il_ 00111 Type (CDS_0034) T3839 | 41 4243 44 45 46] 48 49 50 [525354]56 58 59 60] 62 6364
. x_____&B __B /1 "} ] ] AN N I I N - _—
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MGV-GENOME-0353912:29,399-58,772 (+)

PDC-531_WP_063883643.1 (CDS_0041)
RM__Type_l_MTases_FAM_0 (CDS_0040)

PDC-568_WP_086395456.1 (CDS_0036) 43
REase_l_00001 Type (CDS_0038)
34 35 37 Specificity_l_00049 Type (CDS_0039)

44 48 50 54
0 R (e & & /' [ [ [ || 3| -_—

42 |T454647]49151 52 53[ 55 5657
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MGV-GENOME-0344446:29,399-57,231 (+)

40 44
32 33 35 3839 [41 42 43] 45 MTase_Il_00173 Type (CDS_0046)
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MGV-GENOME-0350815:26,064-46,712 (+)
41
38 39 40[ 42
D O-CEHDD-DIDD—D
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MGV-GENOME-0312124: 32,388-39,623 (+)
anti-Thoeris (AP1S045) (CDS_0052)

40 44 46 48 SspD_00001 SspD (CDS_0054)
36 37 3839] 41 42 43 T45 4749 50 51| 53 5556 61
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MGV-GENOME-0336931:30,136-53,485 (+)
anti-Thoeris (AP1S045) (CDS_0042)

38 SspD_00001 SspD (CDS_0044)
3637 [39 40 41 | 43 4546
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IMGVR_UViG_3300045988_185347|3300045988|Ga0495776_174499|8364-58237:30,136-45,122 (+)

35

347136
DD C HOWODDD
MGV-GENOME-0287060: 28,956-38,045 (+)
31 32 3839 40

I —— | W —
IMGVR_UViG_3300045988_171777|3300045988|Ga0495776_161900: 23,806-40,639 (+)

SDIC3_SDICSF (CDS_0039)PDC-510_WP_152022085.1 (CDS_0045)  DnaB-like replicative helicase (CDS_0052)
Avs_V_Avs5A (CDS 0034) 35 36 37 38 40 41 42 4344 | 46 47 4849 50 51 53
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MGV-GENOME-0335485:29,399-56,854 (+)

SDIC3_SDIC3F (CDS_0039)
Avs_V__Avs5A (CDS_0034) 35 36 37 38 40 41 42 43 44PDC-S10_WP_152022085.1 (CDS_0045)
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MGV-GENOME-0342450:29,399-49,625 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene
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