
MGV-GENOME-0199063: 22,474-26,267 (+)

33 34 35 36 37 38 39 40

MGV-GENOME-0189495: 22,869-26,168 (+)

41

uvig_591029: 23,977-30,840 (+)

40 41 42 43 44

MGV-GENOME-0208798: 24,445-29,532 (+)

38 39 40 41

MGV-GENOME-0221466: 23,825-31,803 (+)

40
primase (CDS_0041)

42 43 44 45

uvig_311098: 24,135-32,429 (+)

34 36 40 41 42 43 44 45

uvig_205723: 23,588-33,575 (+)

39 40 4142 43 44 45 46
primase (CDS_0047)

ParB-like partition nuclease (CDS_0048)

49 50 51 52

MGV-GENOME-0231319: 23,588-33,574 (+)

39 40 4142 43 44 45 46
primase (CDS_0047)

ParB-like partition nuclease (CDS_0048)

49 50 51 52

MGV-GENOME-0218732: 22,474-30,218 (+)

38 39 40 41 42
Druantia_II__DruM (CDS_0043)

tRNA methyltransferase (CDS_0044)

45

MGV-GENOME-0213087: 22,462-30,303 (+)

37 38 39 40 41
Druantia_II__DruM (CDS_0042)

tRNA methyltransferase (CDS_0043)

44 45

MGV-GENOME-0228404: 22,650-32,997 (+)

39 40 41 42 43 44 45
Druantia_II__DruM (CDS_0046)

tRNA methyltransferase (CDS_0047)

48

SAMEA2737663_a1_ct12504_vs1: 22,201-30,298 (+)

38 39 40 41 42
Druantia_II__DruM (CDS_0043)

tRNA methyltransferase (CDS_0044)

45

MGV-GENOME-0239262: 23,797-35,115 (+)

41
RM_Type_IIG__Type_IIG_FAM_0.einsi_trimmed (CDS_0042)

43 44 45 46
Druantia_II__DruM (CDS_0047)

tRNA methyltransferase (CDS_0048)

49

MGV-GENOME-0209980: 23,403-29,744 (+)

39
Druantia_II__DruM (CDS_0040)

tRNA methyltransferase (CDS_0041)

42

MGV-GENOME-0220319: 23,408-31,607 (+)

39 40 41 42 43 44 45 46

uvig_487683: 22,278-28,931 (+)

38 39 40 41 42 43 44 45

MGV-GENOME-0259372: 23,497-33,091 (+)

39 40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55

MGV-GENOME-0230711: 22,624-32,663 (+)

38 39 40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55

uvig_142864: 20,386-29,755 (+)

36 37 38 39 40 41 42
queuine tRNA-ribosyltransferase (CDS_0043)

44 45 46 47

uvig_169029: 22,970-36,910 (+)

39 40 41 42 43 44 45 46 47 48 49 5051 52 53 54 55 56

uvig_138410: 23,475-34,583 (+)

38 39 40 41 42 43 44 45 46
primase (CDS_0047)

48 49 50 51 52

MGV-GENOME-0240992: 23,475-34,048 (+)

38 39 40 41 42 43 44 45
primase (CDS_0046)

47 48 49 50 51

SAMN09781780_a1_ct170744_vs1: 23,748-37,735 (+)

39 40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56
queuine tRNA-ribosyltransferase (CDS_0057)

58 59 60

MGV-GENOME-0230688: 23,511-33,449 (+)

39 40 41 42 43 44 45 46 47
cysH_IV-B_1 (CDS_0048)

49 50 51

MGV-GENOME-0203633: 23,572-28,617 (+)

39 40 41 42

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)


