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queuine tRNA-ribosyltransferase (CDS_0043)
36 37 38 39 40 41 42 44 45 46 47

|
5
E+

uvig_142864:20,386-29,755 (+)
39 40 41 42 43 444546 47 48 49 5051 52 53 54 55 56

uvig 169029:22,970-36,910 (+)
primase (CDS_0047)
38 39 40 41 42 43 44 45 46

IS
o
N
©
o
o

51 52

\
!
|
!
I
|
!

uvwg 138410: 23, 475 34, 583( )

primase (CDS_0046)
38 39 40 41 42 43 44 45 47 48 49 50 51

i
|

MGV-GENOME-0240992: 23,475-34,048 (+)
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