
MGV-GENOME-0343719: 3-3,220 (+)

1
integrase (CDS_0002)

3 4 5 6

uvig_414342: 58,409-61,704 (-)

92

uvig_250664: 64,638-67,839 (-)

excisionase (CDS_0096)98

MGV-GENOME-0332244: 3-3,126 (+)

1

MGV-GENOME-0335779: 1-3,391 (+)

1 6

uvig_473100: 3-2,999 (+)

1

uvig_190242: 56,363-59,371 (-)

88

uvig_308380: 65,654-68,661 (-)

100

MGV-GENOME-0343016: 65,150-68,459 (-)

102

uvig_101028: 48,956-53,046 (-)

73

MGV-GENOME-0342920: 65,499-68,518 (-)

102

MGV-GENOME-4430383: 1-3,061 (+)

1

MGV-GENOME-0345933: 2-3,092 (+)

1

MGV-GENOME-0338976: 2-3,369 (+)

1

MGV-GENOME-0342612: 1-3,070 (+)

1

MGV-GENOME-0334865: 3-3,328 (+)

1

MGV-GENOME-0343591: 1-3,316 (+)

1

uvig_109397: 430-6,519 (+)

3 AbiQ (CDS_0004)

MGV-GENOME-0355333: 1-4,772 (+)

1 2

uvig_53821: 84,864-90,809 (-)

115
endonuclease (CDS_0116)

uvig_153866: 49-5,091 (+)

endonuclease (CDS_0001)
2

uvig_50295: 62,409-65,805 (-)

98

uvig_181549: 192-3,589 (+)

1

uvig_125459: 1-4,601 (+)

1 2

MGV-GENOME-0339066: 60,314-64,810 (-)

9899

uvig_252750: 65,611-69,535 (-)

9899

uvig_62834: 2-3,941 (+)

1 2

uvig_89742: 43-4,323 (+)

1 2

uvig_198739: 74,547-79,054 (-)

108109

uvig_305981: 3-5,296 (+)

1 2 3

MGV-GENOME-0344643: 268-5,488 (+)

RNA-binding protein (CDS_0001)
2 3

uvig_195764: 65,741-69,557 (-)

103
104

uvig_33990: 65,690-69,363 (-)

101

uvig_172562: 48,185-53,008 (-)

798081

MGV-GENOME-0345639: 318-5,765 (+)

1 2 3

uvig_82643: 2-8,079 (+)

exonuclease V (CDS_0001)
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0002)

3
integrase (CDS_0004)

5

MGV-GENOME-0347383: 16-7,016 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0001)
2 3 4

MGV-GENOME-0351185: 66,099-73,391 (-)

104105106
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0107)

uvig_54539: 3-5,865 (+)

1 2 3 4

uvig_167359: 66,497-72,309 (-)

102103104105
106

uvig_339230: 64,136-69,271 (-)

100

ribonucleotide reductase large subunit (CDS_0101)
thioredoxin domain (CDS_0102)
103

uvig_216525: 46,113-56,591 (-)

727374757677
anaerobic ribonucleoside reductase large subunit (CDS_0078)

uvig_389624: 58,951-65,551 (-)

anaerobic ribonucleoside reductase large subunit8384AbiQ (CDS_0090)
HNH endonuclease (CDS_0091)

MGV-GENOME-0343966: 2-4,249 (+)

1

uvig_106842: 1-3,572 (+)

1

uvig_20264: 228-6,337 (+)

1
QatD_00001 (CDS_0002)

3

MGV-GENOME-0344826: 65,076-70,550 (-)

98104

integrase (CDS_0105)
106

107

MGV-GENOME-4430856: 65,898-71,384 (-)

anaerobic ribonucleoside reductase large subunit (CDS_0095)excisionase (CDS_0101)

MGV-GENOME-0344048: 63,167-68,364 (-)

excisionase (CDS_0098)

uvig_197792: 2-11,961 (+)

1
PsyrTA__PsyrA (CDS_0002)

3 4 5 6 7 excisionase (CDS_0009)

MGV-GENOME-0346178: 216-7,072 (+)

6
unknown function (CDS_0010)

11

MGV-GENOME-0337130: 55,817-62,674 (-)

81

uvig_483733: 42,322-49,178 (-)

72

MGV-GENOME-0351865: 2-14,250 (+)

1 2 3 4 5 6 7

MGV-GENOME-0335784: 51-6,382 (+)

1 2 3 4

uvig_450481: 1-10,577 (+)

1
portal protein (CDS_0002)

3 4 5
integrase (CDS_0006)

7

MGV-GENOME-0359387: 1-12,423 (+)

1
portal protein (CDS_0002)

3 4 5 6 7 8 9 10 11

MGV-GENOME-0360721: 1-9,882 (+)

1
portal protein (CDS_0002)

3 4 5 6

uvig_188941: 1-14,559 (+)

1
portal protein (CDS_0002)

3 4 5 6 7 8 9 10 11 12 13 14 15

uvig_477192: 43,723-58,772 (-)

71727374757677

endolysin (CDS_0078)
79

8081

uvig_72303: 3-15,067 (+)

1 2 3 4 5

guanylate kinase (CDS_0006)

7 8 9
FbpA/Fbp68 (VF0595) (CDS_0010)

11 12 13

uvig_77297: 71,730-90,692 (-)

104107108109110111112113114115116

MGV-GENOME-0342506: 2-7,533 (+)

1 2 3 4

MGV-GENOME-0359837: 65,822-90,619 (-)

102
integrase (CDS_0103)

104

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0105)

recD_IV-D_1 (CDS_0106)107108109110111112
113

114

LigA (VF1220) (CDS_0115)

116117118
excisionase (CDS_0119)
120

MGV-GENOME-0348055: 49,498-74,753 (-)

828384
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0085)

recD_IV-D_1 (CDS_0086)8788899091929394
LigA (VF1220) (CDS_0095)

969798
excisionase (CDS_0099)
100

uvig_447924: 3-23,276 (+)

1 2
LigA (VF1220) (CDS_0003)

4 5 6 7 8 9 10 recD_IV-D_1 (CDS_0011)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0012)

13
integrase (CDS_0014)

15

MGV-GENOME-0355226: 1-19,361 (+)

LigA (VF1220) (CDS_0001)
2 3 4 5 6 7 8 9 recD_IV-D_1 (CDS_0010)

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0011)

12
integrase (CDS_0013)

14

MGV-GENOME-0352720: 55,808-80,963 (-)

868788
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0089)

recD_IV-D_1 (CDS_0090)9192939495969798
LigA (VF1220) (CDS_0099)

100101102

uvig_537557: 49,292-65,577 (-)

798081
anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0082)

recD_IV-D_1 (CDS_0083)848586878889

MGV-GENOME-0359563: 57,262-82,358 (-)

integrase (CDS_0087)
88

anti-CRISPR-Cas evasion by DNA repair (APIS120) (CDS_0089)

recD_IV-D_1 (CDS_0090)91929394959697
98

99

LigA (VF1220) (CDS_0100)

101102103104105

uvig_103871: 64,084-86,325 (-)

99100
MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0101)

102103104105106
BSH (VF0350) (CDS_0107)

108109110
PsyrTA__PsyrA (CDS_0111)

112

MGV-GENOME-0348318: 266-10,632 (+)

1 2 3 4 5 6
endolysin (CDS_0007)

8 9 10

MGV-GENOME-0348501: 2-9,938 (+)

1 2 3 4 5 6 7
endolysin (CDS_0008)

9 10 11

uvig_200027: 2-13,776 (+)

1
tail assembly protein (CDS_0002)

3 4 5 6 7 8 9 10 11
endolysin (CDS_0012)

13 14 15

MGV-GENOME-0344279: 59,399-69,820 (-)

919293
endolysin (CDS_0094)

9596979899
100

101

MGV-GENOME-0354711: 1-19,274 (+)

1 2 3 4 5 6 7 8 9 10 11 12 1314 15 16
endolysin (CDS_0017)

18 19 20

MGV-GENOME-0353321: 1-16,675 (+)

1 2 3
tail assembly protein (CDS_0004)

5 6 7 8 9 1011 12 13
endolysin (CDS_0014)

15 16 17

MGV-GENOME-0351798: 203-14,480 (+)

excisionase (CDS_0003)
4 5 6 7

anti-RM (APIS108) (CDS_0008)
9 10 11

capH (CDS_0012)
retron_type_VI_hth_cluster2_1 (CDS_0013)

14

uvig_130012: 156-25,818 (+)

1 2 3 4 5 6 7 8 9 10 11 12
acyl carrier protein (CDS_0013)

14 15 16
PsyrTA__PsyrA (CDS_0017)

18 19 20 21

uvig_184191: 65,705-82,810 (-)

102103104105
PsyrTA__PsyrA (CDS_0106)

107108109

acyl carrier protein (CDS_0110)

111112
113

114115

uvig_197516: 5,417-20,346 (+)

HNH endonuclease (CDS_0013)
14 15

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0016)

17 18 19
endolysin (CDS_0020)

21 22 23 24 25

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


