
MGV-GENOME-0373547: 73,490-80,642 (+)

86
HEase_00016 homing (CDS_0087)

88 89 90 91 92 93 94 95
drt-cluster579 DRT (CDS_0096)

97 98 99 100
DS-32__DS-32B (CDS_0101)

102 103 104 105

uvig_190242: 20,359-27,511 (-)

33
drt-cluster579 DRT (CDS_0034)
353637

MGV-GENOME-0345933: 32,067-39,222 (+)

53 54 55
drt-cluster579 DRT (CDS_0056)

57

uvig_202476: 29,838-36,993 (-)

47
drt-cluster579 DRT (CDS_0048)
495051

uvig_105583: 74,165-80,760 (+)

94 95 96 97 98

uvig_159792: 31,791-38,430 (+)

51 52 53 54 55

uvig_4007: 29,814-36,241 (-)

48495051

MGV-GENOME-0368495: 55,590-61,320 (+)

70 71 72 73

uvig_28823: 21,195-26,864 (-)

33343536

uvig_305981: 34,272-41,411 (+)

54 55 56
drt-cluster579 DRT (CDS_0057)

58 63 64

MGV-GENOME-0340646: 26,683-33,732 (-)

44
drt-cluster579 DRT (CDS_0045)
464748

MGV-GENOME-0347757: 30,374-37,497 (+)

50 51 52
drt-cluster579 DRT (CDS_0053)

54

MGV-GENOME-0343078: 29,615-36,665 (-)

47
drt-cluster579 DRT (CDS_0048)
495051

uvig_49200_: 73,587-80,712 (+)

94 95 96
drt-cluster579 DRT (CDS_0097)

98

uvig_306084: 20,451-27,576 (-)

34
drt-cluster579 DRT (CDS_0035)
363738

MGV-GENOME-0345656: 31,867-38,973 (+)

50 51 52
drt-cluster579 DRT (CDS_0053)

54 61

uvig_176180: 81,813-88,186 (+)

101 102 103
drt-cluster579 DRT (CDS_0104)

105

MGV-GENOME-0362501: 45,626-52,573 (+)

56 57 58 drt-cluster579 DRT (CDS_0059)

MGV-GENOME-0348501: 38,913-45,629 (+)

62 63
drt-cluster579 DRT (CDS_0064)

65

MGV-GENOME-0343719: 32,193-39,582 (+)

52 53 54 55
drt-cluster579 DRT (CDS_0056)

57

MGV-GENOME-0333014: 23,109-30,498 (+)

39 40 41 42
drt-cluster579 DRT (CDS_0043)

44

uvig_195764: 30,168-36,887 (-)

47
drt-cluster579 DRT (CDS_0048)

49505152

IMGVR_UViG_3300045988_120179|3300045988|Ga0495776_149843: 71,621-77,796 (+)

94 95 96

uvig_103871: 29,246-35,421 (-)

454647

MGV-GENOME-0344586: 30,423-36,600 (-)

505152

MGV-GENOME-0343016: 29,901-36,301 (-)

47484950

uvig_51344: 14,541-20,961 (+)

31 32 33 34

MGV-GENOME-0371812: 31,928-38,331 (+)

52 53 54 55

uvig_30748: 85,648-92,233 (+)

105 106 107 108

MGV-GENOME-0351185: 30,550-37,135 (-)

49505152

uvig_588105: 74,456-80,630 (+)

93 94 95 97

IMGVR_UViG_3300045988_111528|3300045988|Ga0495776_140639: 73,700-79,641 (+)

94 95 96

uvig_414342: 23,427-29,481 (-)

394041

MGV-GENOME-0338327: 27,669-34,262 (+)

47 48 49 50

MGV-GENOME-0342499: 31,833-38,189 (+)

52 53 54

uvig_65982: 29,326-35,529 (-)

38464748

uvig_562774: 74,153-80,774 (+)

95 96 drt-cluster579 DRT (CDS_0097)

MGV-GENOME-0373146: 77,974-84,323 (+)

99
drt-cluster579 DRT (CDS_0100)

101

uvig_216525: 10,839-17,188 (-)

21
drt-cluster579 DRT (CDS_0022)
23

MGV-GENOME-0372692: 74,148-81,083 (+)

92
drt-cluster579 DRT (CDS_0093)

94

uvig_206524: 48,396-54,568 (+)

66
drt-cluster579 DRT (CDS_0067)

68

IMGVR_UViG_3300029828_000296|3300029828|Ga0244885_100094|11928-135727: 74,460-81,368 (+)

88 93
drt-cluster579 DRT (CDS_0094)

95

uvig_252750: 30,097-37,005 (-)

47
drt-cluster579 DRT (CDS_0048)

49

uvig_197516: 47,231-54,571 (+)

69 74 75
drt-cluster579 DRT (CDS_0076)

77 78

MGV-GENOME-0348055: 13,707-21,047 (-)

2829
drt-cluster579 DRT (CDS_0030)

3132

uvig_450481: 39,088-45,864 (+)

58 59
drt-cluster579 DRT (CDS_0060)

61 62

MGV-GENOME-0352720: 20,362-27,510 (-)

31
drt-cluster579 DRT (CDS_0032)
33343537

MGV-GENOME-0335784: 34,833-41,981 (+)

56 57 58
drt-cluster579 DRT (CDS_0059)

60

uvig_433712: 74,400-80,666 (+)

96 97
drt-cluster579 DRT (CDS_0098)

99

MGV-GENOME-0339066: 29,588-35,096 (-)

454647

MGV-GENOME-0343591: 32,282-39,045 (+)

51 52 53 54
drt-cluster579 DRT (CDS_0055)

56

MGV-GENOME-0333343: 21,884-28,647 (-)

33
drt-cluster579 DRT (CDS_0034)

35363738

uvig_336867: 32,397-39,095 (+)

51 52 53 54
drt-cluster579 DRT (CDS_0055)

56

MGV-GENOME-0332230: 22,498-28,475 (-)

3435363738

MGV-GENOME-0361725: 74,212-80,533 (+)

93 94 95
drt-cluster579 DRT (CDS_0096)

97

MGV-GENOME-0342920: 29,850-36,525 (-)

4849505152

MGV-GENOME-0344133: 31,740-38,411 (+)

50 51 52 53 54

uvig_255520: 74,204-81,667 (+)

93 94 95 96
drt-cluster579 DRT (CDS_0097)

98

MGV-GENOME-4430506: 29,587-36,990 (-)

47
drt-cluster579 DRT (CDS_0048)

49505152

uvig_125459: 33,535-40,968 (+)

52 53 54 55
drt-cluster579 DRT (CDS_0056)

57

uvig_188941: 43,410-50,057 (+)

65 66 67 68 69

MGV-GENOME-0342635: 29,656-36,304 (-)

46474849

MGV-GENOME-0375310: 71,779-77,730 (+)

93 94 95 96 97

uvig_250664: 29,632-36,047 (-)

46474849

MGV-GENOME-0335779: 31,969-38,382 (+)

50 51 52 53

uvig_309129: 77,070-83,598 (+)

95 96 97
drt-cluster579 DRT (CDS_0098)

99

MGV-GENOME-0338976: 32,065-38,491 (+)

52 53 54 55

uvig_205507: 31,734-38,262 (+)

51 52 53 54

MGV-GENOME-0343599: 29,551-36,078 (-)

46474849

MGV-GENOME-0336600: 23,783-31,096 (-)

38
drt-cluster579 DRT (CDS_0039)

404142

MGV-GENOME-0337187: 31,744-38,271 (+)

50 51 52 53

uvig_198739: 38,564-45,625 (-)

4754555657

uvig_16869: 32,193-38,686 (+)

51 52 53 54 55

MGV-GENOME-0343641: 31,502-39,165 (+)

49 50 51 52 53
drt-cluster579 DRT (CDS_0054)

55

MGV-GENOME-4430510: 32,220-38,859 (+)

52 53 54
drt-cluster579 DRT (CDS_0055)

56

MGV-GENOME-0332479: 21,931-28,573 (-)

34
drt-cluster579 DRT (CDS_0035)

363738

uvig_322378: 45,149-51,767 (-)

56
drt-cluster579 DRT (CDS_0057)

5859

MGV-GENOME-0342837: 31,809-38,427 (+)

50 51
drt-cluster579 DRT (CDS_0052)

53

MGV-GENOME-0352320: 29,436-36,081 (-)

45
drt-cluster579 DRT (CDS_0046)

474849

uvig_389624: 23,973-30,616 (-)

36
drt-cluster579 DRT (CDS_0037)

383940

MGV-GENOME-0334100: 24,933-31,575 (+)

40 41 42 43
drt-cluster579 DRT (CDS_0044)

45

MGV-GENOME-0343099: 31,802-39,074 (+)

50 51 52
drt-cluster579 DRT (CDS_0053)

54 57

MGV-GENOME-0344279: 24,323-30,566 (-)

38394041

uvig_87569: 24,201-30,754 (-)

3738394041

MGV-GENOME-0357841: 47,602-54,158 (-)

59606162

MGV-GENOME-0342736: 32,082-38,636 (+)

51 52 53 54

MGV-GENOME-0372799: 76,492-82,400 (+)

95 96 drt-cluster579 DRT (CDS_0097) 99

uvig_537557: 13,285-19,169 (-)

23

MGV-GENOME-0342389: 32,981-39,029 (+)

53 55

uvig_582026: 74,487-81,321 (+)

95

uvig_586950: 74,829-81,619 (+)

97

uvig_149240: 28,274-35,733 (-)

40RNA ligase (CDS_0041)47

uvig_544623: 105,431-109,098 (+)

112

MGV-GENOME-0359417: 34,698-38,438 (+)

54 55

MGV-GENOME-0346152: 29,045-35,572 (-)

43444748

uvig_79121: 70,534-76,897 (+)

87 90 91

uvig_77297: 35,981-42,116 (-)

4950

MGV-GENOME-0342506: 37,147-43,282 (+)

61 62

uvig_89742: 34,450-40,584 (+)

58 59

MGV-GENOME-0332244: 33,254-40,000 (+)

56 57

MGV-GENOME-0342338: 29,029-35,447 (-)

444548

MGV-GENOME-0372850: 75,413-81,251 (+)

98 99

uvig_391600: 71,530-77,083 (+)

94 95

uvig_366687: 75,701-81,224 (+)

98

IMGVR_UViG_3300045988_120613|3300045988|Ga0495776_186582: 75,030-81,110 (+)

102 103

MGV-GENOME-0344228: 32,185-39,633 (+)

47 48 50 54 55

MGV-GENOME-0343134: 32,264-39,442 (+)

49 54

MGV-GENOME-0339336: 23,918-30,563 (-)

37
drt-cluster579 DRT (CDS_0038)
3944

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


