metal-dependent phosphohydrolase (CDS_0059)
57 58 60 61 62 63 64 65 66 67 68 MTase_II_00015 Type (CDS_0069) 70

IMGVR_UViG_3300029333_000005|3300029333]|Ga0243760_100656:42,366-49,854 (+)
62 63 64

IMGVR_UViG_3300029431_000007|3300029431/Ga0243758_1000550: 42,327-49,916 (+)
46 47 48 49 50

e S S —
MGV-GENOME-0266129:31,908-39,499 (+)

59 60 61 64

IMGVR_UViG_2920298691_000001|2920298691|2920298821|14565-63423:42,127-48,858 (+)

55 56
I I — e ——
uvig_290470:39,320-45,609 (+)

61

uvig 313991:43,063-49,253 (+)
56 57 58 60

. E— e —
IMGVR_UViG_3300018478_000182|3300018478|Ga0194146_1055795|10900-59152:41,757-48,252 (+)

MTase_|I_00015 Type (CDS_0059)

56 60
——— — ———  ——— ] — e E—
IMGVR_UViG_3300029620_000013|3300029620|Ga0245130_100808: 39,048-45,267 (+)
79 DNA primase/helicase (CDS_0080) 84 85 87 88 89
I —— — ————— —— —— — — — ———— |

uvig_567187:59,607-70,015 (+)

o
%

0 — I — 1
uvig 61594:42,060-52,467 (+)
55 DNA primase/helicase (CDS_0057) 58 62

67
—y — — — —— ———————

T

MGV-GENOME-0307094: 37,411-46,094 (+)
4000 nt |
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC)
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