
SRS017120_a1_ct27249_vs1: 1-9,089 (+)

Kiwa__KwaB (CDS_0001)
Rnase H (CDS_0002) 3 4 5 6 7 8 9 10 11 12 13 14 15

IMGVR_UViG_3300007358_000123|3300007358|Ga0104765_100297: 26,273-35,340 (-)

4344454647484950Rnase H (CDS_0051)
Kiwa__KwaB (CDS_0052)

IMGVR_UViG_7000000185_000133|7000000185|SRS017120_Baylor_scaffold_12886: 25,427-33,639 (-)

4243444546474849
Rnase H (CDS_0050)

IMGVR_UViG_3300008472_000016|3300008472|Ga0115373_1000319: 141-9,550 (+)

Kiwa__KwaB (CDS_0001)
Rnase H (CDS_0002)

3 4 5 6 7 8 9 10

IMGVR_UViG_3300007315_000238|3300007315|Ga0104930_100239|8080-39989: 1-7,740 (+)

1 2 3 4 5 6

IMGVR_UViG_3300008420_000219|3300008420|Ga0115228_100124|8907-41663: 24,522-32,757 (-)

364142434445464748

SRS022077_a1_ct31782_vs1: 15,250-26,790 (-)

24252627282930313233343536
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)

IMGVR_UViG_3300007996_000049|3300007996|Ga0111052_100624: 2-3,568 (+)

1 2

IMGVR_UViG_3300008755_000213|3300008755|Ga0114091_100001|51718-82731: 14,290-25,975 (-)

172223242526293034

IMGVR_UViG_3300008269_000158|3300008269|Ga0114154_100082|39908-69379: 14,290-24,834 (-)

22232425263334

SRS019126_a1_ct42492_vs1: 14,290-21,748 (-)

2223242526

MGV-GENOME-0194280: 3-3,226 (+)

1

IMGVR_UViG_3300045988_090778|3300045988|Ga0495776_033906: 2,046-8,913 (+)

5 6 7 membrane associated protein (CDS_0009) 13

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) anti-defence (dbAPIS)


