HTH DNA binding protein (CDS_0060)
HNH endonuclease (CDS_0064)
55 56 57 58 59 61 62 63 65 66 67

IMGVR_UViG_2795386041_000001|2795386041|2795451556|238928-303325:41,786-47,851 (+)

32 33 34 35 40 HTH DNA binding protein (CDS_0041)
5 . I L —————— e ——
IMGVR_UVIG_2526164592_000001|2526164592|2526179762|333510-385159: 25,896-35,421 (+)

49 50
SO G SO GRSy W W g W D W W W,
IMGVR_UViG_2795385552_000004|2795385552(|2795439110|73709-133175: 37,487-43,673 (+)
42 43 46 47
g O O, 0, S 0, g 0 0 B Wy W0

IMGVR_UViG_2795386005_000001|2795386005|2795449136|575375-629330: 32,642-39,809 (+)
41 42

IS
N

IMGVR_UViG_2561511210_000003|2561511210|2561541707|3433423-3486648:31,008-37,568 (+)
HTH DNA binding protein (CDS_0044)
transcriptional repressor (CDS_0643) HNH endonuclease (CDS_0047) 51 52

IMGVR_UViG_2795385826_000002|2795385826|2795445207|173123-226212: 31,303-38,080 (+)

HTH DNA binding protein (CDS_0044)
transcriptional repressor (CDS_0043) 51

IMGVR_UViG_2795385642_000001|2795385642|2795440790|173079-226166: 31,303-38,080 (+)
HTH DNA binding protein (CDS_0066)
transposase (CDS_0069)
63 64 65 68 70 73

EJ

IMGVR_UViG_2802429014_000001|2802429014/2802438855|441732-510731: 44,240-52,589 (+)
59 60 61 HTH DNA binding protein (CDS_0062)

N —
IMGVR_UViG_2802428963 000001|2802428963|2802437721|235266-300988: 40,963-49,599 (+)

34 35 36 38 41 42

TemPhD_cluster_46744:26,174-36,221 (+)

HTH DNA binding protein (CDS_0038)
31 37 39 mads_1(CDS_0040)

MGVR_UViG_2795386036_000002|2795386036|2795451444|45460-95074: 25,293-34,212 (+)
HTH DNA binding protein (CDS_0038)
37 39 mads_1 (CDS_0040)

MGVR_UViG_2795386017_000002|2795386017|2795449386|273306-322920: 25,293-34,212 (+)

HTH DNA binding protein (CDS_0043)
mads_1 (CDS_0045)
42 | 44 | 47

o e —
IMGVR_UViG_2802428978 000001|2802428978|2802438033|240200-292506:27,787-39,645 (+)
HTH DNA binding protein (CDS_0043)
tRNA-Thr(CGT) 39 42 44 mads_1 (CDS_0045)

IMGVR_UVIG_2690316291_000001|2690316291]2690370981:29,780-36,519 (+)

Retron_VI_HTH (CDS_0043)
42 1T 46

I I
TemPhD_cluster_58227:30,176-37,860 (+)

38 a1 42 43 49

IMGVR_UViG_2795385815_000001|2795385815|2795444949|1598141-1650094: 28,928-36,466 (+)
45 48

————— . N —— ]
IMGVR_UViG_2802428952_000002|2802428952|2802436541|314679-366452:30,182-36,898 (+)
30 31 32 37 Retron_VI_HTH (CDS_0038)

— % " "} — | —— " ———1
IMGVR_UViG_2795385918 _000001|2795385918|2795447251|489502-539860: 25,059-34,343 (+)
40 Retron_VI_HTH (CDS_0041)

E

IMGVR | UVlG 2795385789 000003|2795385789|2795444572|494165-546002: 27,024-36,204 (+)
4000 nt {
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