DNA polymerase/primase (CDS_0064)

tRNA splicing ligase (CDS_0062) nucleotide kinase (CDS_0071)
lipoprotein (CDS_0061) HNH endonuclease (CDS_0066) endonuclease VII (CDS_0069) MerR-like transcriptional regulator (CDS_0074)
60 63 65 67 DNA polymerase/primase (CDS_0068) 70 | 72 73 T
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TemPhD_cluster_46744:40,204-51,028 (+)
HNH endonuclease (CDS_0063)
62 64
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TemPhD_cluster_26870: 38,854-49,443 (+)
HNH endonuclease (CDS_0065)

exonuclease (CDS_0057) 59 62 64 66 72
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IMGVR_UViG_2795385815_000001|2795385815|2795444949|1598141-1650094: 38,346-50,893 (+)
54 59 60

IMGVR_UViG_2795385983 000002|2795385983|2795448699|85213-134805: 37,434-47,966 (+)
HNH endonuclease (CDS_0060) 61

IMGVR UViG_2795385975_000004|2795385975|2795448466|50673-101057: 37,766-48,931 (+)
86 87 88 89 90

IMGVR _UViG_2795386041_000001|2795386041|2795451556|238928-303325: 51,826-63,164 (+)
HNH endonuclease (CDS_0055) 61 62 63 64 65 66

IMGVR UViG_2795385803_000003|2795385803|2795444786|47227- 99241 38,864-50,789 (+)
60 61 62 63 64 65
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IMGVR_UViG_2526164592_000001|2526164592|2526179762|333510-385159: 38 281-50,416 (+)

dual specificity phosphatase (CDS_0093)
92 94 95 96
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IMGVR_UViG_2802429014_000001|2802429014|2802438855|441732-510731:57,177-67,773 (+)

dual specificity phosphatase (CDS_0088)
87 89 90 91 92

——
IMGVR_UViG_2802428963 000001|2802428963|2802437721|235266-300988: 53,900-64,496 (+)

dual specificity phosphatase (CDS_0062)
61 63 64 65

\MGVR UVIG_2795385918 000001|2795385918|2795447251]|489502-539860: 38,846-49,132 (+)
57 58 exonuclease (CDS_0059) 61 65 66 67 68 69
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IMGVR_UViG_2561511210_000003|2561511210|2561541707|3433423-3486648: 39,710-52,000 (+)
tRNA splicing ligase (CDS_0064) 67 68 69 70
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IMGVR_UViG_2690316291_000001|2690316291|2690370981:38,277-51,279 (+)

HNH endonuclease (CDS_0061)
60 62

IMGVR_UViG_2795385789_000003|2795385789|2795444572|494165- 546002 37,684-50,439 (+)
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TemPhD_cluster_58227:40,600-51,387 (+)
75 76 77 78 RusA-like Holliday junction resolvase (CDS_0080)

IMGVR_UViG_2795385552_000004(2795385552|2795439110[73709-133175:47,397-58,042 (+)
5000 nt i
DNA, RNA and nucleotide metabolism other transcription regulation unknown function
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