tRNA-Met(CAT) DISARM_2_drmMII (CDS_0053)
38 39 40 41 42 43 44 45 46 47 | 48 49 505152 54

MGV-GENOME-0310402: 36,013-49,133 (+)
DISARM_2_drmMII (CDS_0049)
43 44 45 464748 50
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DISARM_2_ drmMII (CDS_0052)

44 4546 4748 4950 51 53
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MGV-GENOME-0299234: 34,975-46,415 (+)
DISARM_2__drmMII (CDS_0047)
424344 45 46 48
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MGV-GENOME-0288605: 34,981-43,960 (+)
single strand DNA binding protein (CDS_0053)
HNH endonuclease (CDS_0050) DISARM_2__drmMII (CDS_0061)
43 44 45 46 47 48 49 "] 5152 5455 56 5758 59 60 62
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MGV-GENOME-0324869:34,990-56,557 (+)

46 49 51 57DISARM_2__drmMII (CDS_0062)
42 43 44 45 [4748750]5253 54 55 56] 585960 61 63
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MGV-GENOME-0319888: 34,996-52,735 (+)
DISARM_2_drmMII (CDS_0050)
41 45
4042 4344 464748 49 51
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MGV-GENOME-0287204: 32,655-43,649 (+)
DISARM_2_ drmMII (CDS_0069)

UvsX-like recombinase (CDS_0054) 67
DNA polymerase (CDS_0049) exonuclease (CDS_0055) 66
38 39 43 44 45 4647 48 50 5152 53 | 56 57 58 59 60 61 62 636465] | 68 70
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DISARM_2_ drmMII (CDS_0065)
63
DNA polymerase (CDS_0049) 62
41 42 43 44 4546 47 48 50 5152 53 54 55 56 57 58 59 6061] | 64 66
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MGV-GENOME-0320194: 32,651-54,261 (+)

HNH endonuclease (CDS_0072)
HEase_00016 homing (CDS_0052) DISARM_2_ drmMII (CDS_0073)
UvsX-like recombinase (CDS_0056) 70
DNA polymerase (CDS_0051) 69
43 44 45 46 47 48 49 50 5354 55 575859 60 61 62 63 6465  666768] |71
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MGV-GENOME-0329993: 32,685-59,055 (+)
DISARM_2_drmMII (CDS_0061)
HNH endonuclease (CDS_0051) 59
DNA polymerase (CDS_0050) 58
42 43 44 45 4647 48 49 | 5253 54 55 5657] |60 62
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MGV-GENOME-0316200: 33,037-52,420 (+)
DISARM_2_ drmMII (CDS_0058)
56
DNA polymerase (CDS_0050) 55
42 43 44 45 4647 48 49 51 52 5354] |57 59
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uvig_42221: 33,037-50,335 (+)
DISARM_2_drmMII (CDS_0053)
50
49
41 42 43 44 45  464748] | 5152 54
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MGV-GENOME-0296650: 32,687-45,776 (+)
HEase_00016 homing (CDS_0051)
HEase_00016 homing (CDS_0041) DNA polymerase (CDS_0050)
T 42 43 44 45 46 47 48 49 | 52
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MGV-GENOME-0300299: 32,052-46,702 (+)
44 DNA polymerase (CDS_0050)

HNH endonuclease (CDS_0040) 41 42 43 ‘PLS 46 47 48 49 51
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MGV-GENOME-0291683:31,113-44,667 (+)

DNA polymerase (CDS_0050)
44 45 46 47 48 49 51
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MGV-GENOME-0305603: 35,107-48,420 (+)

DNA polymerase (CDS_0051)
HNH endonuclease (CDS_0043) 44 45 46 4748 49 50 52
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MGV-GENOME-0296542:32,759-45,760 (+)

HNH endonuclease (CDS_0046)
41 DNA polymerase (CDS_0045)
37 38 39 40[42 43 44 | 47
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MGV-GENOME-0267671:27,149-39,840 (+)

40 41
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32 HNH endonuclease (CDS_0034) 38
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MGV-GENOME-0271953:31,888-37,955 (+)

10000 nt i

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) tRNA
I I




