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MGV-GENOME-0319888: 34,996-52,735 (+)
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MGV-GENOME-0287204: 32,655-43,649 (+)
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MGV-GENOME-0320194: 32,651-54,261 (+)
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MGV-GENOME-0329993: 32,685-59,055 (+)
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MGV-GENOME-0316200: 33,037-52,420 (+)
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uvig_42221: 33,037-50,335 (+)
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MGV-GENOME-0296650: 32,687-45,776 (+)
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HNH endonuclease (CDS_0043) 44 45 46 47 48 49 50
DNA polymerase (CDS_0051)

52
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uvig_60466: 33,615-39,503 (+)
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MGV-GENOME-0271953: 31,888-37,955 (+)
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