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67 68
—— I BN B EE—— S EE——
MGV-GENOME-0336684: 38,751-50,220 (+)
60 61 62 65 66
—— T W R S T [ — R R —
MGV-GENOME-0327347:34,278-45,633 (+)
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MGV-GENOME-0330734: 36,968-48,232 (+)
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