
uvig_297573: 41,769-46,512 (+); 1-4,612 (+)

terminase large subunit (CDS_0001)
2 portal protein (CDS_0003) 455 56

dUTPase (CDS_0057)
58 59 60 61 62 63 64

MGV-GENOME-0247045: 28,854-33,359 (+)

44 45 46 47

IMGVR_UViG_3300045988_047457|3300045988|Ga0495776_101491: 30,154-34,666 (+)

42 45 46 47 48

MGV-GENOME-0306953: 28,955-33,193 (+)

43 44 45 46

uvig_292320: 30,072-34,663 (+); 1-1,550 (+)

portal protein44 47 48

IMGVR_UViG_3300045988_100443|3300045988|Ga0495776_041699: 33,706-37,932 (+)

49 52 54 55 56

SAMN11031311_a1_ct3217: 31,175-36,235 (+)

45 48 49 50 51 52 53

MGV-GENOME-0265019: 31,561-34,903 (+)

48

OTU_4698: 20,824-24,722 (+)

21 25 27

IMGVR_UViG_7000000576_000101|7000000576|SRS022621_Baylor_scaffold_81973: 29,693-33,913 (+)

45 46 47

SRS146874_a1_ct9972_vs1: 30,350-34,386 (+)

43 44

IMGVR_UViG_7000000681_000074|7000000681|SRS018439_Baylor_scaffold_61766: 30,121-33,875 (+)

44 45

SAMN09781776_a1_ct68518_vs1: 24,177-28,182 (+)

33 34

IMGVR_UViG_3300007979_000020|3300007979|Ga0114002_100391: 30,570-34,302 (+)

46
47

MGV-GENOME-0191245: 22,666-26,451 (+)

4344 45

MGV-GENOME-0260243: 23,567-27,748 (+)

33 34

IMGVR_UViG_3300011982_000054|3300011982|Ga0119773_1000043: 31,744-35,896 (+)

45 46 47

MGV-GENOME-0235638: 29,867-34,443 (+)

47 48 49

IMGVR_UViG_3300045988_033364|3300045988|Ga0495776_101324: 30,463-34,684 (+)

44

IMGVR_UViG_3300045988_038592|3300045988|Ga0495776_143346: 30,683-35,118 (+)

43

SRS048893_a1_ct6802: 29,765-33,418 (+)

44

MGV-GENOME-0190519: 22,801-26,339 (+)

41

IMGVR_UViG_3300007977_000267|3300007977|Ga0111542_100120|10616-44389: 29,977-33,773 (+)

45

SAMN11031282_a1_ct8159: 30,778-34,463 (+)

46

SRS011243_a1_ct14501_vs1: 31,195-34,847 (+)

45

MGV-GENOME-0257624: 23,555-27,900 (+)

34 35

uvig_284820: 23,390-27,425 (+)

38 39 40

uvig_395440: 22,955-27,047 (+)

30 31 32

OTU_3131: 30,760-35,378 (+)

45 48

OTU_3266: 30,091-34,704 (+); 1-1,553 (+)

144

SRS102808_a1_ct43664_vs1: 29,864-34,125 (+)

44 45

MGV-GENOME-0272498: 27,170-29,613 (+)

37

OTU_3869: 27,848-30,872 (+)

42

MGV-GENOME-0264840: 32,728-36,359 (+)

49 52

uvig_72366: 33,956-36,840 (+)

54 55

OTU_3082: 30,884-33,631 (+)

45

OTU_3393: 30,443-34,085 (+)

46

SAMN11893692_a1_ct65751_vs1: 26,918-31,148 (+)

38 39

IMGVR_UViG_3300008136_000058|3300008136|Ga0113979_100742: 28,249-31,886 (+)

37

OTU_3410: 29,952-34,026 (+)

44 45

uvig_585984: 31,002-34,637 (+); 1-1,362 (+)

47

SRS144124_a1_ct24530: 30,360-34,534 (+)

44 48

MGV-GENOME-0198622: 23,361-27,732 (+)

40 41

OTU_2832: 33,565-37,206 (+)

46 49

SRS020628_a1_ct15343: 30,225-34,108 (+)

42 43 44

OTU_3347: 30,630-34,272 (+); 1-1,550 (+)

45

SRS013651_a1_ct2164: 30,546-34,622 (+)

45 46

OTU_3338: 30,173-34,331 (+)

43 45 46 47

OTU_3778: 27,977-31,609 (+)

39 44

uvig_396878: 11,041-16,835 (+)

26 29

uvig_293190: 30,793-35,229 (+); 1-1,550 (+)

44

uvig_316773: 30,869-34,787 (+); 1-4,609 (+)

44 45 46

OTU_3382: 30,193-34,114 (+); 1-4,620 (+)

45 46

OTU_3309: 30,423-34,521 (+); 1-4,619 (+)

45 46

IMGVR_UViG_3300045988_064615|3300045988|Ga0495776_002344: 29,935-33,730 (+); 1-4,618 (+)

44 45 46

IMGVR_UViG_3300045988_056043|3300045988|Ga0495776_002734: 30,142-34,158 (+); 1-4,610 (+)

47

MGV-GENOME-0231024: 30,042-33,523 (+); 1-4,617 (+)

45

OTU_3365: 30,125-34,200 (+); 1-5,649 (+)

portal protein (CDS_0003) 4 major head protein (CDS_0006)46 47

OTU_3366: 30,121-34,196 (+); 1-4,605 (+)

44 45

OTU_3497: 29,935-33,610 (+); 1-5,665 (+)

46
47

OTU_4186: 23,695-27,307 (+)

25 28 29 32

uvig_294681: 33,884-37,647 (+)

51 54

uvig_394208: 27,984-34,752 (+); 1-1,362 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0035)

36

MTase_II_00074 Type (CDS_0037)

38
DNA methyltransferase (CDS_0039)

40 43 48

TemPhD_cluster_51499: 27,310-34,732 (+); 1-1,362 (+)

34 DNA methyltransferase (CDS_0037)
DNA methyltransferase (CDS_0038)

40 44

OTU_3368: 27,686-34,190 (+); 1-1,362 (+)

34 36 38 42

uvig_286027: 28,010-33,171 (+); 1-3,529 (+)

36 42

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC) anti-defence (dbAPIS)


