transcriptional regulator (CDS_0049)
Cl-like repressor (CDS_0039)  single strand DNA binding protein (CDS_0043) DnaC-like helicase loader (CDS_0048)
37 38 40 41 42 44 45 46 47 | 50 51 52
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TemPhD_cluster_31924:31,313-38,399 (+)

Panton-Valentine leukocicin (CDS_0052)
DnaC-like helicase loader (CDS_0047)
37 45 46 50 virulence associated (CDS_0053)
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TemPhD_cluster_60526:31,221-38,896 (+)

PDC-M69A_WP_216276383.1 (CDS_0034) single strand DNA binding protein (CDS_0043) replication initiation protein (CDS_0047) transcriptional regulator (CDS_0049)
anti-repressor (CDS_0035) 39 40 41 42 45 46 DnaC-like helicase loader (CDS_0048)
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GU477322.1:28,725-37,011 (+)

single strand DNA binding protein (CDS_0039)
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IMGVR_UViG_2645727936_000003|2645727936|2645769736|60-39511:26,591-35,039 (+)

replication initiation protein (CDS_0049) Panton-Valentine leukocicin (CDS_0055)
42 47 48 50 nucleotide kinase (CDS_0056)
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TemPhD_cluster_60671:32,450-40,280 (+)

replication initiation protein (CDS_0048)
46 47 DnaC-like helicase loader (CDS_0049)
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TemPhD_cluster_41380: 32,416-40,270 (+)

replication initiation protein (CDS_0049) nucleoside triphosphate pyrophosphohydrolase
47 48 DnaC-like helicase loader (CDS_0050) 57 [
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TemPhD_cluster_32126:32,450-40,593 (+)

single strand DNA binding protein (CDS_0045) replication initiation protein (CDS_0048)
transcriptional regulator (CDS_0034) 38 39 41 42 43 44 PDC-547_WP_148603747.1 (CDS_OO45) DnaC-like helicase loader (CDS_0049)
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TemPhD_cluster_41312:29,476-38,684 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)
Erf-like ssDNA annealing protein (EDS_0045)
43 44 \ replication initiation protein (CDS_0049)
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IMGVR _UViG_ 2826422721 000001|2826422721|2826422721|338095-384402: 33,018-41,450 (+)
Sak-like ssDNA annealing protein (CDS_0043)
40 41 42 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)
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TemPhD_cluster_32036: 30,569-38,718 (+)

Erf-like ssDNA annealing protein (CDS_0042)
Mu Gam-like end protection (CDS_0041)
35 40 \ anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)
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TemPhD_cluster_35791_: 30,204-38,880 (+)

Erf-like ssDNA annealing protein (CDS_0043)

Mu Gam-like end protection (CDS_0042)
41 \ anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0044)
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TemPhD_cluster_49228:29,980-38,626 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)
Erf-like ssDNA annealing protein (EDS_OO45)

Mu Gam-like end protection (CDS_0044)
42 43 \ PDC-547_WP_148603747.1 (CDS_0048)
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TemPhD_cluster_29325:31,424-40,170 (+)

Erf-like ssDNA annealing protein (CDS_0046)
Mu Gam-like end protection (CD§,OO45)
40 41 43 44 \ anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0047)

¢ —LO D X HO— O ) I, )~ H ) DD
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Mu Gam-like end protection (CDS_0042)
Sak4-like ssDNA annealing protein (CDS_0043)
39 40 41 \ single strand DNA binding protein (CDS_0044) 46 replication initiation protein (CDS_0047)
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TemPhD_cluster_60621: 28,960-38,402 (+)

Mu Gam-like end protection (CDS_0042)
Sak4-like ssDNA annealing protein (CDS_0043)
Cl-like repressor (CDS_0039) single strand DNA binding protein (CDS_0044) DnaB-like replicative helicase (CDS_0048)
40 41 ‘ \ helicase loader (CDS_0047) \ 49
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TemPhD_cluster_41205:30,376-39,813 (+)
Cl-like repressor (CDS_0036)
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IMGVR_UViG_2703718940_000002|2703718940|2703752536|2-39683: 26,712-35,059 (+)

Cl-like repressor (CDS_0035) single strand DNA binding protein (CDS_0040)
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