
TemPhD_cluster_31924: 19,444-30,241 (+)

22 23

tail associated cell-wall hydrolase (CDS_0024)
tail fiber protein (CDS_0025)

26

holin (CDS_0027)

endolysin (CDS_0028) 29 30 31 32
transcriptional regulator (CDS_0033)

PDC-M69A_WP_216276383.1 (CDS_0034)

IMGVR_UViG_2603879891_000001|2603879891|2603893686: 19,383-30,334 (+)

holin (CDS_0025) endolysin (CDS_0026) 27 31

TemPhD_cluster_32036: 19,406-30,823 (+)

holin (CDS_0026) endolysin (CDS_0027) 28 29 MazF-like growth inhibitor (CDS_0030)

TemPhD_cluster_49228: 19,066-30,234 (+)

21 24
tail associated cell-wall hydrolase (CDS_0025)

holin (CDS_0028) endolysin (CDS_0029) 30

TemPhD_cluster_41312: 19,424-30,559 (+)

holin (CDS_0027)endolysin (CDS_0028) 29

TemPhD_cluster_41205: 19,403-30,630 (+)

holin (CDS_0026)endolysin (CDS_0027) 28

TemPhD_cluster_60526: 19,456-30,413 (+)

holin (CDS_0027)endolysin (CDS_0028) 29

TemPhD_cluster_35791_: 19,378-30,458 (+)

holin (CDS_0026)endolysin (CDS_0027) 28 29

IMGVR_UViG_2703719358_000002|2703719358|2703783659|355259-400263: 19,380-32,247 (+)

26 27 DS-6__DS-6A (CDS_0028)
DS-6__DS-6B (CDS_0029)

30 Hemolysin HlyA (VF0646) (CDS_0031)

GU477322.1: 18,094-28,979 (+)

holin (CDS_0026)
endolysin (CDS_0027)

DS-6__DS-6A (CDS_0028)
DS-6__DS-6B (CDS_0029)

IMGVR_UViG_2687453116_000002|2687453116|2687453509|870935-915409: 19,380-32,247 (+)

holin (CDS_0026) 27 DS-6__DS-6A (CDS_0028)
DS-6__DS-6B (CDS_0029)

30 Hemolysin HlyA (VF0646) (CDS_0031)

TemPhD_cluster_41380: 19,444-31,608 (+)

holin (CDS_0027) endolysin (CDS_0028) 29 30 31

TemPhD_cluster_32126: 19,444-31,642 (+)

holin (CDS_0027) endolysin (CDS_0028) 29 30 31 32

IMGVR_UViG_2593338868_000002|2593338868|2593352376|399755-444816: 19,421-32,713 (+)

27 endolysin (CDS_0028) 29 30 31 Hemolysin HlyA (VF0646) (CDS_0032)

TemPhD_cluster_49311: 19,424-29,281 (+)

27 endolysin (CDS_0028) 29

IMGVR_UViG_2826422721_000001|2826422721|2826422721|338095-384402: 19,381-33,272 (+)

26 endolysin (CDS_0027) 28 29 30 31 Hemolysin HlyA (VF0646) (CDS_0032)

IMGVR_UViG_2603879570_000001|2603879570|2603882153|329524-375567: 19,375-30,460 (+)

26 endolysin (CDS_0027) 28 29 30 Hemolysin HlyA (VF0646) (CDS_0031)

TemPhD_cluster_60390: 19,375-28,476 (+)

26 endolysin (CDS_0027) 28 29

TemPhD_cluster_35812_: 18,395-28,167 (+)

holin (CDS_0025) endolysin (CDS_0026) 27 28 29

IMGVR_UViG_2728369624_000002|2728369624|2728463484|523566-569783: 19,435-29,692 (+)

26 endolysin (CDS_0027) 28 29 Hemolysin HlyA (VF0646) (CDS_0030)

TemPhD_cluster_48636_: 19,435-27,711 (+)

holin (CDS_0026) endolysin (CDS_0027) 28

TemPhD_cluster_41301: 18,403-27,373 (+)

holin (CDS_0026) endolysin (CDS_0027) 28 29

IMGVR_UViG_2603879680_000001|2603879680|2603885937|28340-73520: 18,397-29,771 (+)

holin (CDS_0026) endolysin (CDS_0027) 28 29 31 Hemolysin HlyA (VF0646) (CDS_0032)

TemPhD_cluster_60339: 18,443-26,825 (+)

holin (CDS_0025) endolysin (CDS_0026) 27

TemPhD_cluster_60586: 19,435-28,007 (+)

holin (CDS_0026) endolysin (CDS_0027) 28

TemPhD_cluster_48688_: 19,389-32,487 (+)

holin (CDS_0026)
endolysin (CDS_0027)

HNH endonuclease (CDS_0028)

endolysin (CDS_0029) 30
FS_Sma__Sma (CDS_0032)

33
anti-repressor Ant (CDS_0036)

37

TemPhD_cluster_29358: 19,389-31,340 (+)

holin (CDS_0026) endolysin (CDS_0027) 28

IMGVR_UViG_2645727879_000004|2645727879|2645765273|136-43672: 18,626-28,262 (+)

holin (CDS_0026)endolysin (CDS_0027) 29 30

TemPhD_cluster_60815: 18,408-27,584 (+)

28

TemPhD_cluster_32050: 18,620-28,359 (+)

capP (CDS_0029) 30

TemPhD_cluster_22462_: 18,396-28,733 (+)

28 29 30

TemPhD_cluster_29313: 19,445-28,423 (+)

holin (CDS_0027)endolysin (CDS_0028) Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0029)

IMGVR_UViG_2593338609_000005|2593338609|2593342622|11552-51777: 21,943-28,859 (+)

28 33

TemPhD_cluster_24368: 19,096-32,167 (+)

holin (CDS_0025) endolysin (CDS_0026) excisionase (CDS_0029) 30

anti-SOS response (APIS132) (CDS_0031)

Retron_VI__HTH (CDS_0032)

33
anti-repressor Ant (CDS_0034)

35 36

anti-SOS response (APIS178) (CDS_0037)

39

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


