
IMGVR_UViG_2703718940_000002|2703718940|2703752536|2-39683: 34,233-37,712 (+)

46 47 48 49
virulence associated (CDS_0050)

51 52 53 54 55

IMGVR_UViG_2645727936_000003|2645727936|2645769736|60-39511: 34,210-37,482 (+)

49 50 51

IMGVR_UViG_2703719358_000002|2703719358|2703783659|355259-400263: 39,612-43,035 (+)

55 56 57

IMGVR_UViG_2603879891_000001|2603879891|2603893686: 38,069-43,349 (+); 1-2,824 (+)

terminase large subunit (CDS_0001) portal protein (CDS_0002)DnaC-like helicase loader
transcriptional regulator (CDS_0049)

55 56 acetyltransferase (CDS_0057)
transcriptional regulator (CDS_0060)

61 62 63

IMGVR_UViG_2593338609_000005|2593338609|2593342622|11552-51777: 34,946-38,470 (+)

52 53 54

IMGVR_UViG_2681813286_000005|2681813286|2681882496|17450-59531: 36,698-42,081 (+)

56 57 58 59
transcriptional regulator (CDS_0062)
RinB-like transcriptional activator (CDS_0063)

64 65 66

TemPhD_cluster_60586: 37,686-43,111 (+)

Panton-Valentine leukocicin (CDS_0051)
53 54 55

TemPhD_cluster_60390: 38,701-43,842 (+); 1-1,278 (+)

56 57 58 transcriptional regulator (CDS_0063)

TemPhD_cluster_35791_: 37,883-43,115 (+); 1-2,824 (+)

54 55 56 57 secreted protein (CDS_0060)

IMGVR_UViG_2593338868_000002|2593338868|2593352376|399755-444816: 40,181-43,049 (+)

59 60 61

TemPhD_cluster_49311: 36,967-40,076 (+)

nucleotide kinase (CDS_0053) 56 57 58

GU477322.1: 36,375-39,237 (+)

55 56 57

IMGVR_UViG_2826422721_000001|2826422721|2826422721|338095-384402: 40,622-43,985 (+)

59 60 61

TemPhD_cluster_60621: 37,405-40,373 (+)

Control_protein_00002 control (CDS_0053) 56 acetyltransferase (CDS_0057)

TemPhD_cluster_60526: 37,279-40,469 (+)

54 55 56

TemPhD_cluster_32036: 34,683-40,815 (+)

45 46 47 DnaC-like helicase loader (CDS_0048)
Control_protein_00002 control (CDS_0053)

54 Panton-Valentine leukocicin (CDS_0055)

TemPhD_cluster_49228: 34,621-40,882 (+)

DnaC-like helicase loader (CDS_0048) 53 54 55 57

TemPhD_cluster_29359: 34,179-41,423 (+)

Panton-Valentine leukocicin (CDS_0050)
nucleotide kinase (CDS_0051)

52 54 55 acetyltransferase (CDS_0056)

TemPhD_cluster_29358: 34,179-41,423 (+)

Panton-Valentine leukocicin (CDS_0049)
nucleotide kinase (CDS_0050)

51

TemPhD_cluster_31983: 39,273-43,694 (+); 1-2,890 (+)

1Lar anti-RM (APIS033) (CDS_0058) 63

IMGVR_UViG_2826573099_000001|2826573099|2826573099|1013218-1058532: 40,568-45,314 (+)

62 64 65

TemPhD_cluster_29313: 38,773-43,602 (+); 1-2,890 (+)

transcriptional regulator (CDS_0059) 60

IMGVR_UViG_2603879570_000001|2603879570|2603882153|329524-375567: 42,486-46,043 (+)

RinB-like transcriptional activator (CDS_0064) 65

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


