
IMGVR_UViG_3300029704_000133|3300029704|Ga0245212_100481: 10,331-26,498 (+)

12 13 14 1516
endolysin (CDS_0017)

18 19 20 21 22 23 24 25 26 27
28

29 30

IMGVR_UViG_3300045988_133447|3300045988|Ga0495776_042986: 10,331-25,502 (+)

18 19 20

OTU_3035: 10,325-25,504 (+)

15 18 19 20

IMGVR_UViG_3300045988_137489|3300045988|Ga0495776_060284: 11,970-25,926 (+)

18 19 20 21

uvig_48419: 10,344-33,016 (+)

18 19 20 21 22
dCTP deaminase (CDS_0023)

24 25 26 27

SAMEA2737784_b1_ct43_vs3: 10,416-28,499 (+)

18 19 20 21 22 23 25 31

IMGVR_UViG_3300045988_128571|3300045988|Ga0495776_003491: 10,326-25,341 (+)

18 19 20

SRS104912_a1_ct18756_vs1: 10,318-31,946 (+)

18 19 20 21
ATPase (CDS_0022)

23 24 25 26 27 28

uvig_507877: 11,952-28,063 (+)

18 20 21 22
23

24
25

26 29 30 31 Sak4-like ssDNA annealing protein (CDS_0032)

OTU_3234: 11,980-26,178 (+)

18 19 20 21 24 25
UmuD-like protein (CDS_0026)

retron_type_VI_hth_cluster2_1 (CDS_0027)

IMGVR_UViG_3300029859_000275|3300029859|Ga0245304_100003|438690-471652: 11,988-24,988 (+)

18
19

20 21

uvig_95149: 11,971-23,029 (+)

18 19 20

uvig_278784: 10,328-25,951 (+)

18 19 20 21 22 23
24

25 26 27

uvig_367690: 10,318-29,005 (+)

18 19 20 21 22 23
24

25 26 27

uvig_73595: 10,327-28,127 (+)

18 19 20 21 22 23
24

25 26 30
transcriptional regulator (CDS_0031)

Retron_VI__HTH (CDS_0032)

OTU_3105: 10,383-25,443 (+)

19 20 21

IMGVR_UViG_7000000444_000295|7000000444|SRS063985_LANL_scaffold_8820|42396-76976: 10,327-24,921 (+)

18 19

SRS063985_a1_ct13808_vs1: 10,327-30,690 (+)

18 19 20 21 22
Michele_2A_hits_grouped (CDS_0023)

24 25 26

OTU_3220: 10,323-27,979 (+)

18 19 20 21 22

transcriptional regulator (CDS_0023)
Retron_VI__HTH (CDS_0024)

25
26 29 30

uvig_423921: 10,325-31,965 (+)

18 19 20 21
ATPase (CDS_0022)

23 24 25 26
tRNA-Thr(TGT)

27 32
33

34

MGV-GENOME-0223395: 10,325-25,446 (+)

18 19 20 21 22 25

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA


