
uvig_278784: 24,881-32,479 (+)

28 29 30 31
transcriptional regulator (CDS_0032)

retron_type_VI_hth_cluster2_1 (CDS_0033)

34 35 36 37 38 39 40 Sak4-like ssDNA annealing protein (CDS_0041)

uvig_423921: 27,407-35,216 (+)

29 30
UmuD-like protein (CDS_0031)

32 33 34

OTU_3035: 25,202-30,827 (+)

30 34 DNA helicase (CDS_0035)

uvig_507877: 24,085-30,185 (+)

29

OTU_3220: 24,493-30,101 (+)

29 30

IMGVR_UViG_3300045988_133447|3300045988|Ga0495776_042986: 25,200-32,664 (+)

30 DNA primase (CDS_0035)

MGV-GENOME-0219495: 18,646-26,877 (+)

16
endolysin (CDS_0017)

18

transcriptional regulator (CDS_0019)

Retron_VI__HTH (CDS_0020) 23

uvig_89537: 21,152-30,315 (+)

21 22 23 28

IMGVR_UViG_7000000444_000295|7000000444|SRS063985_LANL_scaffold_8820|42396-76976: 20,790-29,988 (+)

28

uvig_73595: 23,996-33,200 (+)

35

SAMN10290187_a1_ct34: 20,385-29,726 (+)

27 28

uvig_132400: 20,967-30,063 (+)

22 23 24 25 26 29 30

Han_2018_ERR1398252_NODE_584_length_35281_cov_19.007920: 21,740-32,854 (+)

30 31

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


