
IMGVR_UViG_3300045988_154570|3300045988|Ga0495776_051269: 26,929-34,290 (+)

DNA repair exonuclease (CDS_0029)
30 31 32

anti-repressor Ant (CDS_0033)
transcriptional repressor (CDS_0034)

35 36 37 38 39 40 41 42 43 44

MGV-GENOME-4430070: 27,055-33,799 (+)

anti-repressor Ant (CDS_0032) 35 36

MGV-GENOME-0308916: 16,444-24,182 (-)

3940
transcriptional repressor (CDS_0041)

anti-repressor (CDS_0042)47

SAMN09781698_a1_ct19661_vs1: 27,046-34,275 (+)

37 38 42 44

MGV-GENOME-0341452: 27,196-33,812 (+)

transcriptional repressor (CDS_0035)
37 38

IMGVR_UViG_3300045988_157828|3300045988|Ga0495776_051667: 26,834-34,874 (+)

33
transcriptional repressor (CDS_0034)

36

MGV-GENOME-0345492: 26,409-33,766 (+)

anti-repressor Ant (CDS_0033)
transcriptional repressor (CDS_0034)

MGV-GENOME-0330182: 26,478-33,591 (+)

32
transcriptional repressor (CDS_0033)

34 35

MGV-GENOME-0326124: 26,435-34,010 (+)

33
transcriptional repressor (CDS_0034)

35 36

IMGVR_UViG_3300045988_151265|3300045988|Ga0495776_014933: 27,492-35,450 (+)

34 35 HNH endonuclease (CDS_0037) 40

MGV-GENOME-0344559: 29,209-35,400 (+)

33 34

uvig_593259: 28,687-35,265 (+)

transcriptional repressor (CDS_0034) 38 43

MGV-GENOME-0339893: 26,306-33,503 (+)

32 33

3000 nt

DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function


