
IMGVR_UViG_3300045988_157937|3300045988|Ga0495776_009514: 42,842-56,487 (+)

58 59 60 61 62 63 64 65 66 67 68 69 70
MTase_II_00074 Type (CDS_0071)

72 73 74 75 7677 78 79 80
RNA polymerase sigma factor (CDS_0081)

integrase (CDS_0082) 83 84

MGV-GENOME-0339893: 42,842-56,231 (+)

66 67 68 69 70
MTase_II_00074 Type (CDS_0071)

72 73 74 75 7677 78

MGV-GENOME-0340186: 42,842-56,487 (+)

66 67 68 69 70
MTase_II_00074 Type (CDS_0071)

72 73 74 75 7677 78 79

MGV-GENOME-0341452: 45,762-57,791 (+)

66 RelE-like toxin (CDS_0067) 73
Lar anti-RM (APIS033) (CDS_0074)

75 76 77 78 79 80 81 82 83

uvig_593259: 45,435-58,579 (+)

70

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0072)

73 74
75

76

MTase_II_00074 Type (CDS_0077)

78 79 80 81 82 83

IMGVR_UViG_3300045988_161614|3300045988|Ga0495776_001759: 45,038-57,680 (+)

66 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0069) 70 71
72

73

Lar anti-RM (APIS033) (CDS_0074)

75 76 7778 79 80

SAMN09781698_a1_ct19661_vs1: 49,020-61,809 (+)

77
DNA methyltransferase (CDS_0078)

oMTase_00015 orphan (CDS_0079)

80 81
82

83

Lar anti-RM (APIS033) (CDS_0084)

85 86 87 88 89 90 91

IMGVR_UViG_3300045988_157828|3300045988|Ga0495776_051667: 47,236-57,762 (+)

HNH endonuclease (CDS_0067)
oMTase_00015 orphan (CDS_0071)

72 73
74

75 76 77 78 79

IMGVR_UViG_3300045988_151072|3300045988|Ga0495776_051207: 48,999-61,354 (+)

73 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0077)

oMTase_00015 orphan (CDS_0078)

79 80
81

82

Lar-like restriction alleviation protein (CDS_0083)

Lar anti-RM (APIS033) (CDS_0084)
Lar anti-RM (APIS033) (CDS_0085)

86 87 88 89 90 91

IMGVR_UViG_3300045988_155245|3300045988|Ga0495776_001957: 47,624-58,336 (+)

71

DNA methyltransferase (CDS_0072)

73 74
75

76

Lar-like restriction alleviation protein (CDS_0077)

78 79 80 81 82

IMGVR_UViG_3300045988_156177|3300045988|Ga0495776_062024: 50,613-61,860 (+)

oMTase_00015 orphan (CDS_0081) 82 83
84

85

Lar anti-RM (APIS033) (CDS_0086)

87 88 89
90

91 92 93 tRNA-Gln(CTG) 96

MGV-GENOME-0344268: 50,766-60,812 (+)

oMTase_00015 orphan (CDS_0082) 83 84
85

86

Lar anti-RM (APIS033) (CDS_0087)

88 89 90
91

92 93 94

MGV-GENOME-0345896: 50,747-60,792 (+)

oMTase_00015 orphan (CDS_0082) 83 84
85

86

Lar anti-RM (APIS033) (CDS_0087)

88 89 90
91

92 93 94

MGV-GENOME-0344559: 48,935-60,536 (+)

76 77 78 79
80

81

Lar anti-RM (APIS033) (CDS_0082)

83 84 85 86 87 88 89

MGV-GENOME-0340491: 47,083-56,877 (+)

oMTase_00015 orphan (CDS_0075) 76 77 78 79 80 81 82 83 84

IMGVR_UViG_3300045988_154570|3300045988|Ga0495776_051269: 47,083-56,877 (+)

oMTase_00015 orphan (CDS_0075) 76 77 78 79 80 81 82 83 84

IMGVR_UViG_3300029303_000003|3300029303|Ga0168703_1000169: 46,175-57,392 (+)

66 67 72

Lar anti-RM (APIS033) (CDS_0073)

74 75
76

77 78 79 80

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS) tRNA


