
MGV-GENOME-0268247: 17,770-26,591 (+)

21 22 23 24
phosphodiesterase (CDS_0025)

26

DNA binding protein (CDS_0027)

28 29 30 31
transcriptional repressor (CDS_0032)

33 34 35 36 37

SRS053895_a1_ct3174_vs1: 18,148-25,969 (+)

phosphodiesterase (CDS_0025) 28 30

IMGVR_UViG_7000000737_000001|7000000737|SRS050669_LANL_scaffold_67920: 18,643-27,457 (+)

26 28
transcriptional repressor (CDS_0029)

34 35 36

IMGVR_UViG_3300008742_000020|3300008742|Ga0115672_100224: 18,623-27,437 (+)

28
transcriptional repressor (CDS_0029)

34

SRS102808_a1_ct15485: 18,035-25,991 (+)

24 27 29

MGV-GENOME-0262480: 17,795-24,948 (+)

25 27

MGV-GENOME-0268512: 18,794-26,052 (+)

30

MGV-GENOME-0271596: 18,640-27,785 (+)

endonuclease (CDS_0029)

SRS016647_a1_ct10665_vs1: 18,581-26,465 (+)

24 25 28 30

SRS053583_a1_ct7537: 18,573-26,766 (+)

30

SRS075870_a1_ct21635_vs1: 18,754-31,581 (+)

29 30 31 shah_acc_0214 GlgB (CDS_0032) 33
transcriptional repressor (CDS_0034)

SRS148150_a1_ct40692_vs01: 18,618-31,827 (+)

28
Jallet_1A_hits_grouped (CDS_0029)

30 31 32 shah_acc_0214 GlgB (CDS_0033)

5000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


