transcriptional repressor (CDS_0032) RecT-like ssDNA annealing protein (CDS_0042)
28 29 30 31 33 34 35 36 37 38 39 40 41 DNA methyltransferase (CDS_0043)

I S E—
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IMGVR_UViG_7000000737. OOOOO1|7000OOO737\SR5050669 LANL _scaffold_67920:21,855-29,958 (+)
34 41
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SRS148150_al_ct40692_vs01: 30,378-36,188 (+)
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33 methyltransferase

SRS102808_a1_ct15485:22,308-30,477 (+)

38 40 41 42 46Druantia_ll_DruM (CDS_0047)48
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SRS075870_al _ct21635 vs1:30,361-37,846 (+)
34 35 36 39
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IMGVR_UViG_3300006260_000025|3300006260|Ga0099518_100392: 23,482-30,987 (+)
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IMGVR_UViG_3300008742_000020|3300008742|Ga0115672_100224:24,919-32,083 (+)

33 34 39 41

MGV-GENOME-0265691:23,706-30,992 (+)

e — —
MGV-GENOME-0294612:23,045-29,712 (+)
36 37 42
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— — —————— ———
SRS016647_al_ct10665_vs1:25,283-31,964 (+)

35 36

IMGVR_UViG_3300045988_136721|3300045988|Ga0495776_029335: 26,594-33,624 (+)
39

s e
MGV-GENOME-0271596:27,161-34,775 (+)

38
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\MGVR UViG_3300014293_000018|3300014293|Ga0134346_1000063: 25,310-33,454 (+)
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