PDC-M69A_WP_216276383.1 (CDS_0043)
29 tail length tape measure protein (CDS_0034) tRNA-Pro(TGG)
28 30 3132 33 \ 35 36 37 3839 40 41 42| 44
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IMGVR_UViG_3300029417_000181|3300029417|Ga0243409_100034|24540-77957:15,875-39,840 (+)
efflux OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0038)
transcriptional regulator (CDS_0044)
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MGV-GENOME-0293322: 15,640-31,807 (+)

tail length tape measure protein (CDS_0032) 34 35 37 383940 46 pyrophosphatase (CDS_0047)

SRS142890_a1.ct11560.vs01: 18495 35,153 (+)
29 30

e
TMM?UViGjSOOO%9887177479|3300045988\Ga049577670930 13:15,255-32,558 (+)
39
minor head protein (CDS_0033) 35 36 37 38 T40
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MGV-GENOME-0309325: 15,581-38,136 (+)
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MGV-GENOME-0296816:15,110-33,921 (+)

30 31
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MGV-GENOME-0300431: 15,044-35,215 (+)
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IMGVR_UViG_3300023486_000241|3300023486|Ga0257044_10256|3-40292: 16,384-28,395 (+)
37

- 1 | " R
IMGVR_UViG_3300029577_000368|3300029577|Ga0244883_100452|27294-73147:19,324-33,957 (+)
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IMGVR_UViG_3300014963_000873|3300014963|Ga0134523_1000091|131548-184471:17,746-41,027 (+)

34 35 36 37
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m\/R,U\/iG,2873685200,000010|2873685200\2873685302|23581-77945: 18,992-42,836 (+)
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