
uvig_70027: 14,299-21,547 (+)

23 24 25 26 27 28 29 30 31 32 33 34 35 36

MGV-GENOME-0350808: 14,977-22,274 (+)

28 31

uvig_253354: 14,120-22,088 (+)

31 33 37

uvig_553014: 14,481-23,377 (+)

21 27 28 29 30 32 34

SRS046068_a1_ct1270: 15,577-23,934 (+)

23 30 31 32 33 37 38

IMGVR_UViG_3300045988_104282|3300045988|Ga0495776_116293: 14,482-22,555 (+)

26 29 30 31 32 38

uvig_188104: 13,563-21,976 (+)

28 29 30 31

MGV-GENOME-0358528: 13,032-22,465 (+)

27 28 29 30

SAMN09781743_a1_ct204688_vs1: 12,004-20,829 (+)

19 26 27 28 30

MGV-GENOME-0345663: 13,144-21,934 (+)

27 28 29 30

SAMN11893704_a1_ct5393: 71,410-79,854 (+)

117 118 119 120

Kang_0047_ST002_N_NODE_12_length_92461_cov_557.936097: 11,758-20,118 (+)

26 27 28

IMGVR_UViG_3300029118_000005|3300029118|Ga0168844_100189: 13,063-20,545 (+)

27 28

uvig_139290: 12,563-20,545 (+)

27 28

uvig_244284: 13,259-20,773 (+)

26 27 28 30

uvig_325320: 12,759-20,933 (+)

29 30

MGV-GENOME-0347884: 56,857-65,049 (+)

92 93

uvig_588700: 13,488-22,267 (+)

22 25 29 30 31

uvig_154084: 14,423-22,816 (+)

28 29 30 31

uvig_62868: 13,540-22,687 (+)

28 29 30 31

IMGVR_UViG_3300045988_112141|3300045988|Ga0495776_018404: 12,771-22,159 (+)

26 27 28 29

uvig_153755: 13,697-23,550 (+)

28 29 30 31

IMGVR_UViG_3300045988_095088|3300045988|Ga0495776_010818: 14,486-23,095 (+)

28 29 30 31

MGV-GENOME-0356580: 12,731-22,584 (+)

24 28 29 30 31

uvig_101199: 13,698-22,882 (+)

25 26 28 29 30 31

MGV-GENOME-0348780: 13,698-22,882 (+)

26 28 29 30 31

MGV-GENOME-0359749: 13,670-21,281 (+)

28 29 30 31

MGV-GENOME-0346987: 13,672-21,731 (+)

27 28 29 30

uvig_246521: 15,406-23,443 (+)

29 30

uvig_246103: 14,764-22,907 (+)

28 29

MGV-GENOME-0359109: 12,729-19,245 (+)

26 27

IMGVR_UViG_3300045988_095871|3300045988|Ga0495776_131974: 11,899-19,705 (+)

25 26 27

uvig_405072: 11,899-20,752 (+)

25 26 27

uvig_332246: 13,255-20,522 (+)

26 27 28

OTU_245: 13,089-21,360 (+)

28 29 30 31

MGV-GENOME-0346645: 14,103-21,736 (+)

29 30

uvig_81774: 11,903-20,577 (+)

27 28 29 30 31

IMGVR_UViG_3300045988_084107|3300045988|Ga0495776_018427: 13,698-22,287 (+)

27 28 29

MGV-GENOME-0358893: 13,698-22,287 (+)

27 28 29

MGV-GENOME-0358420: 13,688-22,099 (+)

21 28 29 30

MGV-GENOME-0359250: 13,084-21,882 (+)

25 26 27 28 29 30

MGV-GENOME-0357779: 13,077-20,959 (+)

25 26 27 28 29

IMGVR_UViG_3300045988_126374|3300045988|Ga0495776_116283: 13,093-21,876 (+)

25 26 27 28 29 30

MGV-GENOME-0350947: 12,972-21,121 (+)

27 28 29

uvig_563380: 13,732-21,427 (+)

27 28 29

IMGVR_UViG_3300045988_084181|3300045988|Ga0495776_078620: 11,910-19,419 (+)

26 27

IMGVR_UViG_3300045988_079037|3300045988|Ga0495776_018372: 11,477-19,617 (+)

25 26

MGV-GENOME-0356761: 11,489-19,297 (+)

23 25 26

IMGVR_UViG_3300045988_105058|3300045988|Ga0495776_059180: 13,542-20,956 (+)

28 29 30

IMGVR_UViG_3300008672_000013|3300008672|Ga0111519_100245: 14,457-23,695 (+)

30 31 32 33

MGV-GENOME-0359821: 14,457-23,673 (+)

30 31 32

IMGVR_UViG_3300003146_000039|3300003146|Ga0051080_1008728: 13,550-21,918 (+)

29 30 31 32

uvig_106282: 15,039-23,069 (+)

29 30 31

MGV-GENOME-0359498: 10,403-21,172 (+)

16 17 18 19 24 25 26

uvig_313608: 13,920-20,532 (+)

26 27 28

uvig_422738: 13,850-19,778 (+)

26

MGV-GENOME-0341711: 12,916-21,762 (+)

25 26 27 28 29

IMGVR_UViG_3300030031_000037|3300030031|Ga0245030_100214: 14,787-22,753 (+)

26 27 28 34 35 MazG-like pyrophosphatase (CDS_0036)

uvig_254230: 14,750-23,123 (+)

28 29

IMGVR_UViG_3300045988_090671|3300045988|Ga0495776_078453: 9,734-22,234 (+)

15 17 18 19 23 24 25 26 27 28 29

MGV-GENOME-0349541: 56,197-68,072 (+)

97 98 99 100 101 102 103

uvig_585022: 9,426-19,191 (+)

23 24 25

IMGVR_UViG_3300045988_109214|3300045988|Ga0495776_116448: 10,404-20,483 (+)

20 24 25 26

MGV-GENOME-0357355: 12,042-23,242 (+)

20 27 28 29 30 31

IMGVR_UViG_3300045988_101172|3300045988|Ga0495776_018781: 9,375-17,682 (+)

21 22 23 24

IMGVR_UViG_3300045988_088616|3300045988|Ga0495776_018369: 9,381-18,681 (+)

23

uvig_210469: 13,579-21,235 (+)

25

uvig_89229: 11,402-20,577 (+)

HNH endonuclease (CDS_0018)
HNH endonuclease (CDS_0019) 21 22 25

IMGVR_UViG_3300045988_090213|3300045988|Ga0495776_006243: 11,402-20,577 (+)

25

IMGVR_UViG_3300029647_000001|3300029647|Ga0245203_100125: 10,759-20,579 (+)

24

MGV-GENOME-0358642: 13,986-24,115 (+)

25 29 30 33
Type_V_V_U4 Cas12 (CDS_0034)

IMGVR_UViG_3300045988_099271|3300045988|Ga0495776_116275: 12,762-23,058 (+)

21 23 24 28 29 30 31

MGV-GENOME-0357995: 13,168-24,076 (+)

28 29 30 31 37

SRS014948_a1_ct6574: 15,406-25,943 (+)

26 30 31 32

IMGVR_UViG_3300045988_101013|3300045988|Ga0495776_078420: 11,908-21,704 (+)

22 24 25 26 27 28

IMGVR_UViG_3300045988_117933|3300045988|Ga0495776_010733: 15,526-26,241 (+)

26 28 29 30 31 32 33

IMGVR_UViG_3300045988_093614|3300045988|Ga0495776_096587: 9,785-19,744 (+)

21 23 24 25 26 27

MGV-GENOME-0360165: 13,570-23,242 (+)

26 27 28 29 30 31

IMGVR_UViG_3300045988_104590|3300045988|Ga0495776_010780: 11,216-23,227 (+)

23 25 26 27 28 29

5000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)


