
MGV-GENOME-0359749: 8,093-16,524 (+)

12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27

SAMN11893704_a1_ct5393: 65,838-74,932 (+)

105 106 107 108 110

uvig_254230: 9,152-17,607 (+)

18 19 20 21

MGV-GENOME-0355604: 7,566-15,297 (+)

17 18 19

uvig_540782: 10,096-18,481 (+)

19 20 21

OTU_230: 8,102-16,293 (+)

17 18 19

uvig_596192: 6,561-14,984 (+)

15 16 17

MGV-GENOME-0350947: 8,127-15,835 (+)

17 18 19

uvig_153755: 8,127-17,223 (+)

17 18 19 20

IMGVR_UViG_3300045988_079037|3300045988|Ga0495776_018372: 7,005-15,007 (+)

15 16 18

MGV-GENOME-0345663: 8,002-16,331 (+)

16 20

SAMN09781743_a1_ct204688_vs1: 7,597-15,525 (+)

19

MGV-GENOME-0356761: 7,019-15,145 (+)

18 23

MGV-GENOME-0355680: 67,475-75,627 (+)

109 110 111 116

uvig_210469: 8,007-17,116 (+)

17 18 19 20

IMGVR_UViG_3300045988_105058|3300045988|Ga0495776_059180: 7,963-16,405 (+)

17 18 19 20 26

Kang_0047_ST002_N_NODE_12_length_92461_cov_557.936097: 7,131-15,249 (+)

16 17 18 24

uvig_106282: 7,569-18,391 (+)

16 17 18 19 20 21

MGV-GENOME-0358420: 8,560-17,150 (+)

21

uvig_188104: 8,127-16,417 (+)

17 18 19 20

IMGVR_UViG_3300045988_095088|3300045988|Ga0495776_010818: 8,131-16,845 (+)

18 19 20 21

uvig_543556: 8,128-16,803 (+)

17 18 19 20

uvig_553014: 7,192-16,847 (+)

11 15 17 18 19 20

MGV-GENOME-0357779: 8,129-15,075 (+)

17 18 19

uvig_70027: 8,134-16,503 (+)

17 18 19 20

MGV-GENOME-0349175: 8,004-15,740 (+)

nuclease (CDS_0014) 16 18 20

IMGVR_UViG_3300045988_076538|3300045988|Ga0495776_039727: 9,738-18,538 (+)

18 19 20 21

MGV-GENOME-0346645: 7,772-16,972 (+)

17 18 19 20 21

uvig_154084: 8,096-17,274 (+)

HNH endonuclease (CDS_0017)
18 19 20

MGV-GENOME-0347071: 7,116-16,064 (+)

16 17 18

uvig_591553: 7,166-16,839 (+)

16 17 18 19 20

MGV-GENOME-4431253: 8,104-17,065 (+)

17 18 19 20

OTU_245: 7,262-16,620 (+)

17 18 19 21

IMGVR_UViG_3300003146_000039|3300003146|Ga0051080_1008728: 8,107-16,688 (+)

17 18 19 20

MGV-GENOME-0359821: 8,137-17,941 (+)

17 18 19 20 21

MGV-GENOME-0359498: 8,136-17,062 (+)

17 18 19

SRS148159_a1_ct22036: 61,517-71,546 (+)

HNH endonuclease (CDS_0102)
103 104 105

SRS046068_a1_ct1270: 10,139-18,437 (+)

19 20 21 22

uvig_588700: 7,167-16,840 (+)

16 17 18 19 20 22 25

uvig_89229: 9,135-17,191 (+)

HNH endonuclease (CDS_0018)
HNH endonuclease (CDS_0019)

20 21 22

IMGVR_UViG_3300045988_090213|3300045988|Ga0495776_006243: 9,135-17,191 (+)

18 19 20 21

uvig_325320: 7,769-16,278 (+)

17 18 19 20

uvig_253354: 8,520-16,324 (+)

19 20 21 23

uvig_139290: 7,752-15,421 (+)

17 18 19

MGV-GENOME-0341711: 8,107-15,413 (+)

17 18 19

IMGVR_UViG_3300029559_000004|3300029559|Ga0244915_100168: 7,130-14,724 (+)

16 17 18

IMGVR_UViG_3300029118_000005|3300029118|Ga0168844_100189: 7,752-15,421 (+)

17 18 19 20

IMGVR_UViG_3300029647_000001|3300029647|Ga0245203_100125: 9,135-17,193 (+)

18 19 20

IMGVR_UViG_3300045988_084181|3300045988|Ga0495776_078620: 7,130-15,267 (+)

16 17 18

uvig_422738: 8,407-17,613 (+)

18 19 20 21 28

uvig_585022: 8,238-18,547 (+)

20 27 28

MGV-GENOME-0360165: 8,117-16,801 (+)

17 18 19 20 22 23 24

IMGVR_UViG_3300045988_117933|3300045988|Ga0495776_010733: 9,862-19,110 (+)

18 19 20 21 23 26

MGV-GENOME-0359823: 8,124-14,105 (+)

17 18 19 20

MGV-GENOME-0347780: 46,604-51,842 (+)

72 73 74

IMGVR_UViG_3300045988_099271|3300045988|Ga0495776_116275: 7,546-20,953 (+)

21 22 23 24 28 29 30 31

MGV-GENOME-0357995: 7,952-21,438 (+)

22 23 24 25

SRS014948_a1_ct6574: 10,597-20,175 (+)

HNH endonuclease (CDS_0020)
21 22 26

IMGVR_UViG_3300045988_081304|3300045988|Ga0495776_010765: 8,120-17,003 (+)

17 18 19

IMGVR_UViG_3300045988_093614|3300045988|Ga0495776_096587: 5,063-13,417 (+)

14 15 16 21

MGV-GENOME-0357355: 6,545-16,549 (+)

10 transposase (CDS_0012)
Type_V_V_U4 Cas12 (CDS_0013)

17 18

5000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (PADLOC)


