
IMGVR_UViG_3300045988_084181|3300045988|Ga0495776_078620: 20,801-30,250 (+)

MazG-like pyrophosphatase
36 37 38 39 40

MTase_II_00037 Type (CDS_0041)

site-specific recombination directionality factor RDF (CDS_0042)

43 44

anti-CRISPR-Cas (AcrIIA7) (CDS_0045)

46 47 48 transcriptional regulator (CDS_0049)

SAMEA1906554_a1_ct149268_vs1: 16,641-25,928 (+)

MTase_II_00037 Type (CDS_0033) 36

MGV-GENOME-0359821: 25,055-34,928 (+)

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0047) 48

uvig_154084: 23,857-34,061 (+)

MazG-like pyrophosphatase (CDS_0039) 44 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)

IMGVR_UViG_3300045988_094973|3300045988|Ga0495776_049017: 12,115-22,433 (+)

23 28
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0029)

32

uvig_106282: 24,451-32,896 (+)

45
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

MGV-GENOME-0357964: 24,392-34,295 (+)

45RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

OTU_245: 22,742-32,263 (+)

45RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

MGV-GENOME-0352438: 12,115-22,433 (+)

28
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0029)

32

uvig_246103: 24,289-34,497 (+)

44RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)

IMGVR_UViG_3300045988_100016|3300045988|Ga0495776_018803: 24,513-33,823 (+)

42
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0043)

anti-CRISPR-Cas (AcrIIA7) (CDS_0047)

IMGVR_UViG_3300030031_000037|3300030031|Ga0245030_100214: 22,753-33,067 (+)

40 41 44RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045)

IMGVR_UViG_3300045988_096678|3300045988|Ga0495776_010763: 21,736-31,505 (+)

41RM_Type_II__Type_II_MTases_FAM_1 (CDS_0042)

MGV-GENOME-0341711: 23,561-32,968 (+)

44RM_Type_II__Type_II_MTases_FAM_1 (CDS_0045) 52

MGV-GENOME-0358642: 24,855-34,662 (+)

44 48 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0049)

IMGVR_UViG_3300014824_000005|3300014824|Ga0134492_1000223: 24,100-33,863 (+)

oMTase_00015 orphan (CDS_0043) RM_Type_II__Type_II_MTases_FAM_1 (CDS_0044)

uvig_540782: 25,117-34,520 (+)

47 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0048)

uvig_188104: 22,716-32,573 (+)

46 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0047)

MGV-GENOME-0350808: 23,385-33,392 (+)

MTase_II_00037 Type (CDS_0044)

uvig_584686: 22,890-28,895 (+)

37 38 Mom-like DNA modification protein (CDS_0042)

SAMN09781743_a1_ct204688_vs1: 22,217-30,464 (+)

43

uvig_3794: 21,395-29,608 (+)

27 28 33 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0036)

MGV-GENOME-0359282: 77,785-84,601 (+)

133RM_Type_II__Type_II_MTases_FAM_1 (CDS_0134)

Han_2018_ERR1398234_NODE_1126_length_15375_cov_5.605091: 10,089-15,290 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0022) anti-CRISPR-Cas (AcrIIA7) (CDS_0023)

uvig_335207: 6,648-14,182 (+)

17 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0018)

IMGVR_UViG_3300045988_076538|3300045988|Ga0495776_039727: 24,493-33,324 (+)

45 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0046)

uvig_579646: 9,846-14,655 (+)

16 20 Mom-like DNA modification protein (CDS_0021)

uvig_373954: 14,270-22,524 (+)

22 23 25 29 32

MGV-GENOME-0347071: 21,906-31,337 (+)

42 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0043) 49

uvig_83914: 23,497-30,196 (+)

39
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0040)

41

site-specific recombination directionality factor RDF (CDS_0042)

uvig_596943: 10,676-15,640 (+)

23
anti-CRISPR-Cas (AcrIIA7) (CDS_0024)

25

uvig_206667: 57,583-62,870 (+)

95
anti-CRISPR-Cas (AcrIIA7) (CDS_0096)

97

uvig_328332: 11,923-16,870 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0023)
anti-CRISPR-Cas (AcrIIA7) (CDS_0024)

25

SAMN09781780_a1_ct167449_vs2: 18,709-24,975 (+)

38 anti-CRISPR-Cas (AcrIIA7) (CDS_0039)

uvig_257586: 31,090-36,349 (+)

49 53
anti-CRISPR-Cas (AcrIIA7) (CDS_0054)

55

uvig_534761: 24,614-29,865 (+)

39
anti-CRISPR-Cas (AcrIIA7) (CDS_0040)

41

uvig_32001: 21,359-26,654 (+)

31
anti-CRISPR-Cas (AcrIIA7) (CDS_0032)

33

MGV-GENOME-0359071: 21,492-33,343 (+)

41

nucleoside 2-deoxyribosyltransferase (CDS_0044)

45 46
anti-CRISPR-Cas (AcrIIA7) (CDS_0047)

48 53 54

MGV-GENOME-0359109: 21,492-33,287 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0044)

45 46
anti-CRISPR-Cas (AcrIIA7) (CDS_0047)

48

SRS014948_a1_ct6574: 29,248-40,219 (+)

transposase (CDS_0047)
Type_V_V_U4 Cas12 (CDS_0048)

52

MGV-GENOME-0357995: 27,072-38,139 (+)

nucleoside 2-deoxyribosyltransferase (CDS_0049) 50 51 57

MGV-GENOME-0355553: 23,021-32,492 (+)

MTase_II_00037 Type (CDS_0041) 44 Mom-like DNA modification protein (CDS_0045)

IMGVR_UViG_3300045988_107262|3300045988|Ga0495776_171690: 20,775-30,224 (+)

40 Mom-like DNA modification protein (CDS_0041)

uvig_596192: 21,501-31,540 (+)

42 45 Mom-like DNA modification protein (CDS_0046)

IMGVR_UViG_3300045988_099271|3300045988|Ga0495776_116275: 26,774-37,536 (+)

48 49 50 anti-CRISPR-Cas (AcrIIA7) (CDS_0051)

MGV-GENOME-0351320: 13,734-23,818 (+)

27 28 29 anti-CRISPR-Cas (AcrIIA7) (CDS_0030)

MGV-GENOME-0357002: 23,910-37,149 (+)

48 49
nucleoside 2-deoxyribosyltransferase (CDS_0050)

anti-CRISPR-Cas (AcrIIA7) (CDS_0051)

uvig_496793: 1,369-8,719 (-)

nucleoside 2-deoxyribosyltransferase (CDS_0005)67

uvig_62868: 25,971-36,507 (+)

48 49
nucleoside 2-deoxyribosyltransferase (CDS_0050)

anti-CRISPR-Cas (AcrIIA7) (CDS_0051) 56 57

uvig_153755: 26,865-37,359 (+)

49 50
nucleoside 2-deoxyribosyltransferase (CDS_0051)

anti-CRISPR-Cas (AcrIIA7) (CDS_0052) 57

uvig_101199: 26,197-37,001 (+)

49 50
nucleoside 2-deoxyribosyltransferase (CDS_0051)

anti-CRISPR-Cas (AcrIIA7) (CDS_0052) 57

uvig_81774: 23,875-34,496 (+)

48 49
nucleoside 2-deoxyribosyltransferase (CDS_0050)

anti-CRISPR-Cas (AcrIIA7) (CDS_0051)

uvig_70027: 25,045-36,106 (+)

48 49

nucleoside 2-deoxyribosyltransferase (CDS_0050)
anti-CRISPR-Cas (AcrIIA7) (CDS_0051)

52

MGV-GENOME-0348780: 26,197-36,298 (+)

49 50 51 anti-CRISPR-Cas (AcrIIA7) (CDS_0052)

uvig_398179: 7,872-17,911 (+)

20 21 22 anti-CRISPR-Cas (AcrIIA7) (CDS_0023)

MGV-GENOME-0356580: 25,899-36,023 (+)

50 51
nucleoside 2-deoxyribosyltransferase (CDS_0052)

anti-CRISPR-Cas (AcrIIA7) (CDS_0053)

IMGVR_UViG_3300045988_086074|3300045988|Ga0495776_096092: 23,613-34,881 (+)

oMTase_00015 orphan (CDS_0038) 43 44 45 anti-CRISPR-Cas (AcrIIA7) (CDS_0046)

OTU_230: 23,912-34,467 (+)

45 46

nucleoside 2-deoxyribosyltransferase (CDS_0047)
anti-CRISPR-Cas (AcrIIA7) (CDS_0048)

49

MGV-GENOME-0358420: 25,382-35,913 (+)

47 48

nucleoside 2-deoxyribosyltransferase (CDS_0049)
anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

51

IMGVR_UViG_3300045988_104590|3300045988|Ga0495776_010780: 27,018-37,567 (+)

49 50 51
anti-CRISPR-Cas (AcrIIA7) (CDS_0052)

53

uvig_563380: 24,712-35,264 (+)

47 48 49
anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

51

uvig_588700: 23,655-35,098 (+)

49 50 nucleoside 2-deoxyribosyltransferase (CDS_0051)

uvig_585022: 21,814-32,456 (+)

43 44 nucleoside 2-deoxyribosyltransferase (CDS_0045)

uvig_591553: 23,704-33,958 (+)

47 48 nucleoside 2-deoxyribosyltransferase (CDS_0049)

IMGVR_UViG_3300045988_086193|3300045988|Ga0495776_132005: 26,558-36,159 (+)

49 anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

uvig_246521: 26,742-36,363 (+)

48 49
anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

51

MGV-GENOME-0345906: 66,314-71,727 (+)

112 113 114 anti-CRISPR-Cas (AcrIIA7) (CDS_0115)

MGV-GENOME-0347064: 66,100-71,494 (+)

109 110 111 anti-CRISPR-Cas (AcrIIA7) (CDS_0112)

uvig_25471: 19,338-24,750 (+)

31 32 33 anti-CRISPR-Cas (AcrIIA7) (CDS_0034)

uvig_108649: 24,984-31,562 (+)

40 41
nucleoside 2-deoxyribosyltransferase (CDS_0042)

anti-CRISPR-Cas (AcrIIA7) (CDS_0043)

uvig_524331: 9,847-14,998 (+)

20 21 22 anti-CRISPR-Cas (AcrIIA7) (CDS_0023)

MGV-GENOME-0334336: 55,965-61,383 (+)

94 95 96 anti-CRISPR-Cas (AcrIIA7) (CDS_0097)

uvig_320356: 18,621-24,033 (+)

28 29
nucleoside 2-deoxyribosyltransferase (CDS_0030)

anti-CRISPR-Cas (AcrIIA7) (CDS_0031)

uvig_218308: 7,379-12,242 (+)

18 19 20

SAMN09781768_a1_ct16186_vs2: 19,911-25,894 (+)

38 39 nucleoside 2-deoxyribosyltransferase (CDS_0040)

IMGVR_UViG_3300045988_076199|3300045988|Ga0495776_018801: 23,945-35,881 (+)

Type_V_V_U3 Cas12 (CDS_0047)
48 49 anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

MGV-GENOME-0346645: 23,945-36,467 (+)

Type_V_V_U3 Cas12 (CDS_0047)
48 49 anti-CRISPR-Cas (AcrIIA7) (CDS_0050)

uvig_125535: 18,047-25,653 (+)

Type_V_V_U3 Cas12 (CDS_0036) 37 anti-CRISPR-Cas (AcrIIA7) (CDS_0038)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


