
uvig_585022: 66,141-71,843 (+)

102 103 104 105 106
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0107)

108 109 110 111 112 113 114 115

IMGVR_UViG_3300045988_079037|3300045988|Ga0495776_018372: 68,228-74,027 (+)

105 106 107 108

IMGVR_UViG_3300045988_081304|3300045988|Ga0495776_010765: 70,620-76,816 (+)

106 108 109 110 111 112 117

uvig_405072: 70,377-75,897 (+)

106 107 108

uvig_81774: 52,732-58,774 (+)

93 94 96

MGV-GENOME-0350808: 59,300-66,662 (+)

94 95 96 101 102

IMGVR_UViG_3300045988_065371|3300045988|Ga0495776_018926: 68,034-74,392 (+)

109 110

MGV-GENOME-0347071: 53,859-60,027 (+)

91 92

uvig_553014: 70,240-76,364 (+)

110 111

IMGVR_UViG_3300045988_104282|3300045988|Ga0495776_116293: 71,509-77,776 (+)

115 116

IMGVR_UViG_3300045988_093614|3300045988|Ga0495776_096587: 68,992-74,195 (+)

107 108

MGV-GENOME-0357355: 69,105-75,292 (+)

105 106 109 110

SAMN09781743_a1_ct204688_vs1: 68,102-74,582 (+)

Rnase H (CDS_0109) 110

uvig_596192: 69,898-76,720 (+)

109 110 111 112 116

MGV-GENOME-0360165: 69,904-77,103 (+)

116 117 118

IMGVR_UViG_3300045988_086074|3300045988|Ga0495776_096092: 70,600-76,741 (+)

109 110 111

MGV-GENOME-0347064: 41,197-47,721 (+)

64 65 66

IMGVR_UViG_3300045988_100016|3300045988|Ga0495776_018803: 69,203-75,280 (+)

106 109 110

MGV-GENOME-0349541: 39,214-44,335 (+)

60 61

MGV-GENOME-0358420: 70,734-75,636 (+)

112

MGV-GENOME-0358528: 70,954-77,749 (+)

112 113 114 116

IMGVR_UViG_3300045988_084181|3300045988|Ga0495776_078620: 66,888-73,678 (+)

phosphoadenosine phosphosulfate reductase (CDS_0108)
109

SAMEA1906554_a1_ct149268_vs1: 50,776-57,570 (+)

phosphoadenosine phosphosulfate reductase (CDS_0087) phosphoadenosine phosphosulfate reductase (CDS_0088)

uvig_244284: 69,524-75,636 (+)

phosphoadenosine phosphosulfate reductase (CDS_0110)

IMGVR_UViG_3300045988_076538|3300045988|Ga0495776_039727: 63,851-69,809 (+)

phosphoadenosine phosphosulfate reductase (CDS_0099)

MGV-GENOME-0345663: 55,169-63,327 (+)

91 transposase (CDS_0092) phosphoadenosine phosphosulfate reductase (CDS_0095)

IMGVR_UViG_3300045988_088616|3300045988|Ga0495776_018369: 68,383-75,164 (+)

phosphoadenosine phosphosulfate reductase (CDS_0111)

SRS046068_a1_ct1270: 73,339-79,886 (+)

phosphoadenosine phosphosulfate reductase (CDS_0117) 123

IMGVR_UViG_3300029647_000001|3300029647|Ga0245203_100125: 68,666-74,291 (+)

109

MGV-GENOME-0359749: 70,126-76,121 (+)

phosphoadenosine phosphosulfate reductase (CDS_0112) 113

MGV-GENOME-0344565: 40,749-48,749 (+)

transposase (CDS_0062)
phosphoadenosine phosphosulfate reductase (CDS_0065)

66

MGV-GENOME-0359498: 70,882-76,394 (+)

phosphoadenosine phosphosulfate reductase (CDS_0112) 113

MGV-GENOME-0359282: 41,329-46,623 (+)

63

uvig_106282: 53,452-59,381 (+)

90

SRS148159_a1_ct22036: 39,074-44,381 (+)

59

MGV-GENOME-0346987: 54,496-60,165 (+)

87 88 89

MGV-GENOME-0358900: 68,491-75,280 (+)

phosphoadenosine phosphosulfate reductase (CDS_0108) 109

uvig_249573: 68,409-75,202 (+)

phosphoadenosine phosphosulfate reductase (CDS_0107)

uvig_230542: 55,066-62,516 (+)

phosphoadenosine phosphosulfate reductase (CDS_0093) 94 95

uvig_591553: 69,561-77,202 (+)

114 115

uvig_588700: 70,665-78,308 (+)

117 118

uvig_246103: 57,337-63,944 (+)

93 94 100 101 102

MGV-GENOME-0341711: 49,478-57,188 (+)

85 86

MGV-GENOME-0357964: 69,682-77,155 (+)

phosphoadenosine phosphosulfate reductase (CDS_0109) 110 111

MGV-GENOME-0342666: 49,490-56,967 (+)

phosphoadenosine phosphosulfate reductase (CDS_0075) 76

SAMN11893704_a1_ct5393: 40,527-46,682 (+)

59 64 66 radical SAM domain protein

MGV-GENOME-0359373: 72,414-76,701 (+)

116 117

IMGVR_UViG_3300014824_000005|3300014824|Ga0134492_1000223: 73,234-80,427 (+)

114 115 121 122

uvig_210469: 55,603-61,996 (+)

92 93 99

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS)


