
MGV-GENOME-0359109: 79,406-88,965 (+)

125 126127
128

129 130

nucleoside triphosphate pyrophosphohydrolase (CDS_0131)

132 133 134
135

136 137

Mu Gam-like end protection (CDS_0138)

139 140 141 142
143

recombinase (CDS_0144)

MGV-GENOME-0357964: 79,768-86,833 (+)

130 131

uvig_142341: 36,076-51,194 (+)

62 63 64 65 66 67 68 70 71
72

73 74 75 76 77 78

uvig_585022: 80,049-85,554 (+)

129 130 135

MGV-GENOME-0330911: 46,655-59,086 (+)

83 84
DNA methyltransferase (CDS_0085)

86 89 90
91

92 93 94 95 96 97 98 99 100

uvig_592465: 49,438-61,266 (+)

89
90

91 92

nucleoside triphosphate pyrophosphohydrolase (CDS_0093)

94 95 96 97 98

uvig_320348: 41,422-52,019 (+)

71 72 73
nucleoside triphosphate pyrophosphohydrolase (CDS_0074)

75 76

uvig_584627: 45,213-58,761 (+)

79 86
87

88 89

nucleoside triphosphate pyrophosphohydrolase (CDS_0090)

91 92 93 94 95

SRS014948_a1_ct6574: 83,592-91,058 (+)

129 130 131 132
133

134

uvig_27889: 61,282-69,702 (+)

98 99 100 101
102

103

uvig_62868: 64,469-74,716 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0111) 118 119 120 121
122

123

uvig_591553: 82,110-90,945 (+)

136 137 138 139 140
141

SAMN09781743_a1_ct204688_vs1: 81,884-89,995 (+)

133 134 135 136
137

MGV-GENOME-0355680: 48,104-60,441 (+)

80 83 84 85 86 87 88

IMGVR_UViG_3300045988_094973|3300045988|Ga0495776_049017: 68,082-80,153 (+)

114 115 116 117 118 119

uvig_582543: 46,951-59,576 (+)

radical SAM domain protein (CDS_0087)
88 94 95

nucleoside triphosphate pyrophosphohydrolase (CDS_0096)
97 98 99 100 101 102

103

IMGVR_UViG_3300014824_000005|3300014824|Ga0134492_1000223: 80,424-91,587 (+)

DNA methyltransferase (CDS_0126) 131 132 133 134
135

MGV-GENOME-0329024: 43,463-58,069 (+)

83 84 85 86 87 88 89 90 91 92 93

uvig_143086: 77,590-88,646 (+)

130 131 132 133 134 135
136

uvig_188104: 63,252-72,886 (+)

116 117 118 119
120

MGV-GENOME-4431253: 63,480-74,654 (+)

107 111 112 113 114 115
116

117

IMGVR_UViG_3300003146_000039|3300003146|Ga0051080_1008728: 76,005-87,070 (+)

136

phosphoadenosine phosphosulfate reductase (CDS_0137)

138 139
140

MGV-GENOME-0306631: 33,668-48,301 (+)

59 60 61 DNA methyltransferase (CDS_0065) 66 67 68 69 70 71 72 73 74 75 76 77 78

MGV-GENOME-0334040: 50,313-59,936 (+)

87 88 89 90

MGV-GENOME-0350808: 68,333-76,023 (+)

113
115

116 recombinase

IMGVR_UViG_3300045988_104590|3300045988|Ga0495776_010780: 80,750-87,792 (+)

136

MGV-GENOME-0326938: 46,529-57,059 (+)

85 86 87 88 89 90

uvig_238556: 37,429-47,313 (+)

65 66 67 68 69

uvig_139290: 59,955-69,374 (+)

107 108 109

MGV-GENOME-0358420: 78,361-87,586 (+)

130
131

132 133 134

MGV-GENOME-0349175: 65,905-75,906 (+)

107 108
109

110 111 112

uvig_106282: 62,264-72,162 (+)

107
108

109 110 111

uvig_153755: 64,699-73,125 (+)

114
115

116 117 118

SAMN11893704_a1_ct5393: 46,281-57,366 (+)

radical SAM domain protein (CDS_0073) 79 8081 82 83

MGV-GENOME-0323180: 45,005-55,304 (+)

84 85
86

87 88 89 90

MGV-GENOME-0351320: 66,826-76,684 (+)

110
111

112 113

MGV-GENOME-0346987: 63,048-72,760 (+)

106
107

108 109 110 111 112 113
114

MGV-GENOME-0345906: 48,284-59,296 (+)

80 8182 83 84 85 86 87 88

MGV-GENOME-0359373: 78,936-89,411 (+)

132 133
134

135 136 137 138 139 140
141

uvig_325320: 75,900-86,796 (+)

126
127

128 129 130 131 132
133

IMGVR_UViG_3300045988_101172|3300045988|Ga0495776_018781: 74,435-86,502 (+)

120 121 122 123 124 125 126
127

MGV-GENOME-0314655: 41,873-51,281 (+)

DNA methyltransferase (CDS_0076) 79 8081 82 83

IMGVR_UViG_3300045988_111970|3300045988|Ga0495776_136971: 73,235-81,173 (+)

120 121 122

IMGVR_UViG_3300045988_087796|3300045988|Ga0495776_018380: 77,202-87,807 (+)

126
127

128 129 130

MGV-GENOME-0358532: 77,202-87,807 (+)

126
127

128 129 130

MGV-GENOME-0320961: 43,507-54,193 (+)

77 78 81 82 83
84

85 86 87

MGV-GENOME-0355604: 75,140-84,435 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0123)
124 126 129

130
131 132 133

uvig_409525: 43,574-54,406 (+)

82 83 84 85 86 87 88 89 90 91

MGV-GENOME-0342666: 57,160-65,452 (+)

87 88 89 94 95

SRS148159_a1_ct22036: 45,857-53,981 (+)

73 79 80

uvig_210469: 63,472-72,903 (+)

119 120 121 122 123
124

uvig_31750: 44,765-54,411 (+)

81 82
nucleoside triphosphate pyrophosphohydrolase (CDS_0083)

84 85

MGV-GENOME-0358642: 76,991-88,036 (+)

128 129 130 131 132

uvig_253354: 68,808-79,633 (+)

113 117 118 119 120

MGV-GENOME-0321840: 43,090-54,635 (+)

75 76 83 84 85 86 87 88 89

uvig_258262: 33,013-43,413 (+)

58 62 63 64 65 66 67

6000 nt
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