
MGV-GENOME-0314655: 33,203-37,923 (+)

54 55 56 57 58 59 60
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0061)

62 63 64 65

SAMEA1906554_a1_ct149268_vs1: 50,181-56,119 (+)

84
phosphoadenosine phosphosulfate reductase (CDS_0087)

phosphoadenosine phosphosulfate reductase (CDS_0088)

IMGVR_UViG_3300045988_084181|3300045988|Ga0495776_078620: 66,293-72,227 (+)

105
phosphoadenosine phosphosulfate reductase (CDS_0108)

109

uvig_540782: 58,522-62,988 (+)

93

MGV-GENOME-0334336: 39,559-44,020 (+)

57 58

IMGVR_UViG_3300045988_088616|3300045988|Ga0495776_018369: 67,788-73,757 (+)

108 phosphoadenosine phosphosulfate reductase (CDS_0111)

MGV-GENOME-0351320: 58,329-63,500 (+)

88 90

IMGVR_UViG_3300045988_112141|3300045988|Ga0495776_018404: 67,850-72,314 (+)

106 108

IMGVR_UViG_3300045988_104590|3300045988|Ga0495776_010780: 71,402-75,791 (+)

115 116

uvig_143086: 67,265-72,627 (+)

hydrolase (CDS_0101) 103 107

MGV-GENOME-0345663: 54,574-61,921 (+)

91 transposase (CDS_0092)

IMGVR_UViG_3300045988_105058|3300045988|Ga0495776_059180: 68,717-74,653 (+)

transposase (CDS_0109)

MGV-GENOME-0344565: 40,154-47,533 (+)

transposase (CDS_0062)

uvig_31750: 36,630-43,309 (+)

transposase (CDS_0066)

SAMN09781743_a1_ct204688_vs1: 67,507-72,706 (+)

106 Rnase H (CDS_0109) 110

MGV-GENOME-0357355: 68,510-74,311 (+)

105 106 113

MGV-GENOME-0360165: 69,309-75,656 (+)

112 113 118 120

uvig_582543: 38,081-43,914 (+)

68 74 75

MGV-GENOME-0358420: 69,397-74,439 (+)

108

uvig_241553: 43,950-48,780 (+)

66

MGV-GENOME-0320961: 35,564-41,860 (+)

62

MGV-GENOME-0358528: 69,241-75,664 (+)

109

MGV-GENOME-0347064: 40,164-46,505 (+)

61

MGV-GENOME-0350808: 58,267-64,861 (+)

91

MGV-GENOME-0304806: 29,712-35,357 (+)

53 54 55 56 57

uvig_585022: 65,850-70,157 (+)

105 108

MGV-GENOME-0306631: 26,918-33,307 (+)

49 55

uvig_106282: 52,481-57,584 (+)

86

uvig_320348: 31,771-39,517 (+)

transposase (CDS_0053)

SAMN11893704_a1_ct5393: 38,516-43,738 (+)

54 59

MGV-GENOME-0358642: 71,174-76,151 (+)

111

uvig_108640: 41,449-47,246 (+)

72 73 74 79 80

uvig_534760: 21,999-27,926 (+)

38 42 43 44

MGV-GENOME-0359109: 67,305-73,122 (+)

106 107 108 115

IMGVR_UViG_3300045988_100016|3300045988|Ga0495776_018803: 68,170-74,091 (+)

105 106

uvig_591553: 68,531-76,577 (+)

transposase (CDS_0111)

uvig_588700: 68,599-77,415 (+)

107 112 transposase (CDS_0114)

IMGVR_UViG_3300014824_000005|3300014824|Ga0134492_1000223: 67,479-74,906 (+)

99 100 105 106 107 108

uvig_210469: 52,374-59,717 (+)

85 86 87 92 93 94 95

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS)


