minor tail protein (CDS_0019) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)
20 central tail fiber J (CDS_0021) 22 23 24 25 26 27 28 29 3031 32 3435
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IMGVR_| U\/IG 3300008328_000149|3300008328|Ga0115314_ 1000075|583O -45790:14,944-27,881 (+)

anti-repressor Ant (CDS_0026)
25 27 28

SR5149720 al ct12167:12,799-26,352 (+)
kinase (CDS_0027)
25 26 RM _Type_ll_Type_Il_MTases_FAM_2 (CDS_0028)
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IMGVR_UViG_3300008524_000159|3300008524|Ga0111046_ 100155|3064 41392:12,799-25,535 (+)
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IMGVR_UViG_3300008080_000016|3300008080|Ga0105957_100367: 13,587-26,657 (+)
kinase (CDS_0028)
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MGVR_UViG_3300007318_000015|3300007318|Ga0104925_ 100103 13,589-26,279 (+)

kinase (CDS_0035)
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IMGVR_UViG_3300008280_000014|3300008280|Ga0114267_100093: 17,173-30,498 (+)

MazG-like pyrophosphatase (CDS_0027)
MTase_I1_00074 Type (CDS_0029)
25 26 kinase (CDS_0028) 30

—
-26,550 (+)
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IMGVR_UViG_2814123431_000002|2814123431|2814203635|3-38976:12,804-24,158 (+)
24 29 30 31 32 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0033)
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IMGVR_UViG_3300014751_000089|3300014751|Ga0169793_100334(4163-43398: 15,845-27,798 (+)
28 29 30 31 RM_Type_ll_Type_Il_MTases_FAM_2 (CDS_0032)

—
uvig_113836:15,274-27,896 (+)
MazG-like pyrophosphatase (CDS_0031)
29 30 32
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IMGVR_UViG_2814123424_000001(2814123424|2814203319|1-40866: 16,100-27,497 (+)
MazG-like pyrophosphatase (CDS_0030)
MTase. 1|_00074 Type (CDS_0032)
kinase (CDS_0031)
229 | | | 33
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IMGVR_UViG_3300006289_000020|3300006289|Ga0099614_100337:19,090-27,585 (+)
kinase (CDS_0034)
33
31¥325 T RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0035)
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IMGVR_UVIG_3300008524-000107|3300008524|Ga0111046_100155: 25,221-30,382 (+)
kinase (CDS_0031)
22 33
21 723 24 26 28 29 30 32] 34

IMGVR_UViG_3300008345_000247|3300008345|Ga0115409_100105|12-40317: 18,693-28 462 (+)
kinase (CDS_0030)
32
27 28 29 31 33

IMGVR_UViG_3300008147. 000282|33000O8147\Ga0114367 100132(8246-47467:14,182-27 378( )
kinase (CDS_0028)
22 30

minor tail protein (CDS_0016) 21 [2324 25 26 27 29 31
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IMGVR _UViG_3300007724_000288|3300007724|Ga0105680_100219|273-37921: 12091 25,862 (+)
21 22 MTase_|I_00074 Type (CDS_0023)

IMGVR_UViG_3300008521_000011|3300008521|Ga0115192_100244: 12,384-23, 214(+)
MTase_II_00074 Type (CDS_0022)
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SRS053917_al_ct19652_vs1:12,384-22,297 (+)
22 23 24 25 MTase_ll_00074 Type (CDS_0026)
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IMGVR_UViG_3300008155_000181|3300008155|Ga0114001_100020|154841-193872:13,190-25,192 (+)

MTase_|I_00074 Type (CDS_0028)
DNA methyltransferase (CDS_0029)
25 26 27 | 30 31

IMGVR_| leG 3300009381_000269|3300009381|Ga0115415_1000010|95286-136494: 14, 661 27,667 (+)
MTase_II_00074 Type (CDS_0026)
DNA metﬁyltransferase (CDS_0027)
excisionase (CDS_0022) 23 24 25 \ 28 29
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IMGVR_| UV|G 3300008714 _000068|3300008714|Ga0115608_100054]12233-50550: 12, 806 26,200 (+)
MTase_lI_00074 Type (CDS_0026)
DNA metﬁyltransferase (CDS_0027)
excisionase (CDS_0022) 23 24 25 \ 28 29

IMGVR_UVIG_3300014896.000033|3300014896]Ga0169775. 10049|9498-47539: 12,802-26,206 (+)
MTase_|_00074 Type (CDS_0024)
DNA methyltransferase (CDS_0025)
21 22 23 | 26 27
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MTase_lI_00074 Type (CDS_0030)
excisionase (CDS_0026) DNA metﬁyltransferase (CDS_0031)

21 22 23 24 27 28 29 | 32 33

SAMEA2580187 al ct6140_vs1:13,590-30,064 (+)

6000 nt i
integration and excision other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
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