
IMGVR_UViG_3300008345_000247|3300008345|Ga0115409_100105|12-40317: 12,091-22,874 (+)
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IMGVR_UViG_3300008147_000282|3300008147|Ga0114367_100132|8246-47467: 12,091-21,790 (+)
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SAMEA2580187_a1_ct6140_vs1: 12,086-23,552 (+)

21 22 23 24

SAMN05827197_a1_ct31513_vs1: 12,062-29,062 (+)
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MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0027)
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IMGVR_UViG_3300008524_000107|3300008524|Ga0111046_100155: 12,059-29,373 (+)
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deoxyribonucleoside 5' monophosphate phosphatase

IMGVR_UViG_3300014751_000089|3300014751|Ga0169793_100334|4163-43398: 13,770-26,789 (+)
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uvig_113836: 13,770-26,887 (+)
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IMGVR_UViG_3300006289_000020|3300006289|Ga0099614_100337: 12,087-25,763 (+)
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MazG-like pyrophosphatase (CDS_0030)

kinase (CDS_0031)

IMGVR_UViG_3300007318_000015|3300007318|Ga0104925_100103: 12,085-24,457 (+)
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integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


