
IMGVR_UViG_2860823798_000004|2860823798|2860823798|1672390-1716690: 28,448-34,417 (+)

transcriptional repressor (CDS_0032)
33 anti-repressor (CDS_0034)

Retron_VI__HTH (CDS_0035)
36 37 38 39 40 41 42 43

Mu Gam-like end protection (CDS_0044)
45 single strand DNA binding protein

IMGVR_UViG_2574180310_000013|2574180310|2574232501|174847-212232: 21,899-27,722 (+)

25 31 32

IMGVR_UViG_2728369627_000002|2728369627|2728463629|679777-717887: 24,488-28,463 (+)

34 35

IMGVR_UViG_2770939458_000002|2770939458|2770957363|220805-257582: 22,096-28,117 (+)

31 32

IMGVR_UViG_2654587725_000006|2654587725|2654602806|220789-257562: 22,095-28,115 (+)

31 32

IMGVR_UViG_2870282538_000004|2870282538|2870282538|3458718-3496083: 24,558-28,729 (+)

34 35

IMGVR_UViG_2811995017_000001|2811995017|2812064014|731886-775699: 30,310-35,156 (+)

41 42 43 44 45

IMGVR_UViG_2875473743_000007|2875473743|2875473743|3641006-3685172: 28,854-35,544 (+)

39 40 41 42 43

2000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder)


