Sak4-like ssDNA annealing protein (CDS_0029)
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HNH endonuclease (CDS_0030) 34 35 36 37
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SRS075433_al ct23082_vs1:22,130-33,186 (+)

RusA-like Holliday junction resolvase (CDS_0035)
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SRS149720 al ct46399:19,998-31,259 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




