
IMGVR_UViG_3300045988_068245|3300045988|Ga0495776_137647: 36,491-43,824 (+)

Holliday junction resolvase

46
transcriptional regulator (CDS_0047)

48 49 50 51
HEase_00016 homing (CDS_0052)

53 54

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0055)

56 57 58 59
anti-repressor (CDS_0060)

pyrophosphatase (CDS_0061)

SAMN10080928_a1_ct231: 36,750-44,834 (+)

49 50 51 55 59

Norman_164_NODE_3_length_45802_cov_138.858176: 38,214-44,432 (+)

53 54 55 57 60

uvig_291773: 38,362-45,178 (+)

Holliday junction resolvase (CDS_0045)
46 51 52

MGV-GENOME-0300678: 39,941-46,081 (+)

51 52 53 55

IMGVR_UViG_3300045988_044783|3300045988|Ga0495776_111067: 31,460-38,283 (+)

40

IMGVR_UViG_3300045988_063250|3300045988|Ga0495776_097873: 38,497-43,961 (+)

56 58

Ma_2019_SRR413656_NODE_239_length_47135_cov_77.496644: 39,303-45,909 (+)

54 58

uvig_332402: 39,408-47,446 (+)

55 56 59 63 Rnase E (CDS_0064)

MGV-GENOME-0301826: 39,408-47,171 (+)

55

SAMN00792066_a1_ct24457_vs1: 39,366-46,963 (+)

55 56

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


