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MGV-GENOME-0301816:26,283-34,268 (+)

oMTase_00015 orphan (CDS_0033)

Ma_2019_SRR413656_NODE_239_length_47135_cov_77.496644:26,249-34,234 (+)
27 oMTase_00015 orphan (CDS_0034) 38 40
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SAMNOO0792066_al_ct24457 vs1:25,780-34,739 (+)

oMTase_00015 orphan (CDS_0032)
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MGV-GENOME-0300678:27,447-35,490 (+)
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Norman_164_NODE_3_length_45802_cov_138.858176:26,275-34,345 (+)

33 anti-SOS response (APIS178) (CDS_0034) 37 40

IMGVR_UViG_3300029500_000003|3300029500|Ga0244793_100180: 28,177-35,028 (+)
replication initiation O-like (CDS_0043)
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SAMNO0792045 al ct15714:27,686-36,561 (+)
24 endolysin (CDS_0025) 32 33

SAMN10080913_a1_ct1723:25,463-33,830 (+)
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SAMN10290201 a1 ct921:25,190-34,408 (+)
thymidylate synthase (CDS_0037)
thymidylate synthase (CDS_0036) 38 44 transcriptional regulator (CDS_0045)
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IMGVR_UViG_3300045988 063250|3300045988\630495776 097873 27,658-34,727 (+)
35 38

uvig_291773:28,671-36,364 (+)
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38 39 MTase_lI_00094 Type (CDS_0043)
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IMGVR_UVIG_. 3300045988 O56617|3300045988\Ga0495776 006761:29, 439 37,782 (+)
3000 nt i
DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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