
SAMN11893701_a1_ct4756: 35,606-42,246 (+)

40 41 42 43 44 45
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0046)

47 48
replication initiation protein (CDS_0049)

50 51

IMGVR_UViG_3300045988_093439|3300045988|Ga0495776_001128: 34,901-41,604 (+)

42
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0043)

44 47

IMGVR_UViG_3300045988_080403|3300045988|Ga0495776_164205: 34,294-40,786 (+)

37
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

39 44

uvig_273324: 32,288-38,307 (+)

37 38
ParB-like partition protein (CDS_0039)

40

uvig_308406: 33,076-38,968 (+)

37 38

MGV-GENOME-0280276: 35,816-42,285 (+); 1-1,491 (+)

144 46 47

MGV-GENOME-0272570: 33,773-40,779 (+)

43 44 45 46 47

SAMN10080898_a1_ct1804: 34,960-41,235 (+)

48 50 51 53

MGV-GENOME-0264937: 33,118-39,315 (+)

43 44 45

SAMN09781724_a1_ct30352_vs1: 35,125-40,829 (+)

37 42 43 44 45 46 48

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)


