RusA-like Holliday junction resolvase (CDS_0041)
RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0043) RNA-binding protein (CDS_0048)
42 44 45 46 47 49 50 51 52 53 54 55 56  57terminase small subunit (CDS_0058)
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RNA-binding protein (CDS_0048)
47 T 49 50 51 52 53 54 55

uvig_125617:33,641-42,811 (+)
47 48 49 50 51

~O
o
~O

c
<

09

w
(98]
5
o
~
iy
w
X
%))
0
o

IS
)

: ,969 (+)

49 50 51 52 53 54 55

— E— . R S E—
uvig_322885:32,843-41,410 (+)
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uvig 249386:30,341-38,381 (+)

phosphoadenosine phosphosulfate reductase (CDS_0048) 49 50 51 52 53 54
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IMGVR_UViG_3300029746_000350|3300029746|Ga0245173_100001(414227-452991: 29,946-38,764 (+)

RNA-binding protein (CDS_0053)
52 | 54 55 56

uvig_323054: 34,985-41,867 (+)
49
43 44 45 4647 48 |50 5152

IMGVR_UVIG. 3300045988 147121]3300045988| GaDA95776. 147849: 29,644 39,043 ()
RNA-binding protein (CDS_0044) 49
43 T 45 4647 48  [50 5152
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MGV-GENOME-0279885:29,644-39,043 (+)
47 4849 50 51
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uvig_184935:33,063-40,387 (+)
radical SAM domain protein (CDS_0051) 52 53 54 55 56
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MGV-GENOME-0294862:37,103-45,355 (+)
50 51 52 53 54 55 56

SAMNO9781772 _al_ct19705:33,312-41,380 (+)
49 50 51 52 53
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uvig 151213:33,201-41,010 (+)
terminase large subunit (CDS_0001) head maturation protease (CDS_0003)
51 52 53 54 55 56 57 portal protein (CDS_0002)

I
uvig 594625:33,367-41,436 (+); 1-4,630 (+)
RNA-binding protein (CDS_0052)
MTase_II_00074 Type (CDS_0051) | 53 54 55 56 57
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uvig_311056:34,141-42,206 (+)

RNA-binding protein (CDS_0048)
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IMGVR_UViG_3300029185_000006|3300029185|Ga0168712_100400: 33,170-41,811 (+); 1-4,655 (+)

RNA-binding protein (CDS_0045)
44 ] 46 47 48 49

uvig 172846:29,962-38,195 (+)

uvig_365195:49,873-57,863 (+); 1-4,625 (+)
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MGVR_UViG_3300045988_109486|3300045988|Ga0495776_112486:34,419-42,408 (+)

Druantia_ll__DruM (CDS_0048)
DnaD-like helicase loader (CDS_0043) 49 50 51
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Minot_Diet_SRR5088940_NODE_56_length_42291 cov_76.553746:33,727-42,291 (+); 1-4,646 (+)

Druantia_ll_DruM (CDS_0047)
48 49 50 51 52

IMGVR_UViG_3300029358_000261|3300029358|Ga0243818_1000022|104124-145635: 32,948-41, 511( )
41 45 46 47 48 49 50 51 52 53

IMGVR_UViG_3300029744_000323|3300029744]Ga0245161_100015|225044-264456:30,412-39,412 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I




