
uvig_77250: 25,692-37,137 (+)

endolysin (CDS_0041)
SspA_00001 SspA (CDS_0042)

CBASS__AG_E1_ThiF ThiF family (CDS_0043)

44 45 46 47 48 49 50 DNA binding protein (CDS_0052) 54
retron_type_VI_hth_cluster2_1 (CDS_0055)

56 transcriptional regulator (CDS_0057)

IMGVR_UViG_3300029576_000238|3300029576|Ga0245100_100301|83-41607: 25,233-38,887 (+)

PDC-S22_WP_003530377.1 (CDS_0039)
Jallet_2C_hits_grouped (CDS_0040)

41 42 43 44 DNA polymerase (CDS_0046) 48

uvig_128324: 28,702-35,685 (+)

DNA polymerase (CDS_0047) 49 52
56

57

MGV-GENOME-0251500: 27,498-34,479 (+)

49

IMGVR_UViG_3300045988_175653|3300045988|Ga0495776_071469: 29,808-38,239 (+)

DNA polymerase (CDS_0047) 52 57

uvig_333242: 38,484-41,192 (+)

57 58

SRS011084_a1_ct66061_vs1: 38,432-46,357 (+)

53 56 57 59
DNA binding protein (CDS_0061)

62

MGV-GENOME-0299896: 31,739-39,185 (+)

52

uvig_157490: 19,785-27,585 (+)

28 33
DNA binding protein (CDS_0035)

36

IMGVR_UViG_3300045988_142743|3300045988|Ga0495776_186893: 32,092-39,889 (+)

53 54

IMGVR_UViG_3300045988_153402|3300045988|Ga0495776_127920: 27,206-36,313 (+)

50 51

5000 nt

DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


