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Control_protein_00002 control (CDS_0029)
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MGV-GENOME-0184023: 20,764-24,815 (+)
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MGV-GENOME-0221861: 23,100-27,089 (+)
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36 37

uvig_39984: 23,094-31,870 (+)
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MGV-GENOME-0136088: 1-3,226 (-)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)
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SAMN06165071_a1_ct95474_vs1: 19,111-30,800 (+)
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