tail protein RT_III-AM_I11-B_2 (CDS_0025)
tail protein (CDS_0021) 27 endolysin (CDS_0030)
19 20 tail protein (CDS_0022) 23 24 267128 29 31 32

|
.
:

MGV-GENOME-0199186:17,162-27,204 (+)
RT_III-AM_III-B_2 (CDS_0006)
7 543 2 endolysin(CDS_0001)

MGV-GENOME-0169562: 1-8,107 (-)
RT_III-AM_I11-B_2 (CDS_0025)
27 endolysin (CDS_0030)
24 267128 29 31 32 ADP-ribosylglycohydrolase (CDS_0033)

MGV-GENOME-0207778: 17,191-28,740 (+)
RT_III-AM_I1I-B_2 (CDS_0025)
27 endolysin (CDS_0030)
24 267128 29 31

|
:
;

— N — N S—  — —
MGV-GENOME-0201370:17,191-27,600 (+)

RT_III-AM_I1I-B_2 (CDS_0025)
27 endolysin (CDS_0030)
24 26128 29 31 32

MGV-GENOME-0192554:16,849-26,674 (+)
25
RT_III-AM_I11-B_2 (CDS_0023) 24 | 26 27 endolysin (CDS_0028)

MGV-GENOME-0165920: 14,710-22,626 (+)
26  endolysin (CDS_0029) 34
RT_III-AM_III-B_2 (CDS_0024) 25 | 27 28 30 31 32 33 [35 36

\
:

MGV-GENOME-0220726:17,164-29,798 (+)
27 endolysin (CDS_0030) DNA methyltransferase (CDS_0032)
drt-UG18 DRT (CDS_0024) 25 26 Tgs 29 DNA primase (CDS_0031) 3334 35 36ADP-ribosylglycohydrolase (CDS_0037)

MGV-GENOME-0216984: 16,699-30,381 (+)
DNA methyltransferase (CDS_0025)
DNA primase (CDS_0024) 2627 28 29ADP-ribosylglycohydrolase (CDS_0030)

MGV-GENOME-0197109:17,326-26,803 (+)

single strand DNA binding protein (CDS_0032) DNA methyltransferase (CDS_0036)
26 endolysin (CDS_0029) 31 DNA polymerase (CDS_0033) ADP-ribosylglycohydrolase (CDS_0041)
RT_III-AM_I11-B_2 (CDS_0024) 25 | 27 28 30 | 34DNA primase (CDS 0035) | 3738 39 40
I B B ——— I I N R I
MGV-GENOME-0251156:16,873-34,173 (+)
endolysin (CDS_0029) DNA methyltransferase (CDS_0033)
26 DNA polymerase (CDS_0030) ADP-ribosylglycohydrolase (CDS_0038)
RT_III-AM_I11-B_2 (CDS_0024) 25 | 27 28 31DNA primase (CDS_0032) 3435 36 37
——— " |'"’'§3— | I I N R ——

O
MGV-GENOME-0233940: 17,323-33,435 (+)
single strand DNA binding protein (CDS_0033)

RT_III-AM_1I-B_2 (CDS_0025) metal-dependent phosphohydrolase (CDS_0040)
endolysin (CDS_0030), ADP-ribosylglycohydrolase (CDS_0042)
27 3T2 NA polymerase (CDS_0034) DNA methyltransferase (CDS_0037)
24 26128 29 31 | 35DNA primase (CDS_0036) 3839 | 41
N N B BN S — I R —

MGV-GENOME-0231990: 16,708-33,071 (+)
metal-dependent phosphohydrolase (CDS_0037)
RT_II-AM_III-B_2 (CDS_0025)endolysin (CDS_0030) DNA methyltransferase (CDS_0033)
27 DNA primase (CDS_0032)
24 26728 29 31 \ 34 3536 38 ADP-ribosylglycohydrolase (CDS_0039)

\

\
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MGV-GENOME-0220659: 16,861-31,007 (+)
DNA methyltransferase (CDS_0031)
26 endolysin (CDS_0029)
RT_III-AM_111-B_2 (CDS_0024) 25 T 27 28 DNA primase (CDS_0030 32 3334 35 36ADP-ribosylglycohydrolase (CDS_0037)

E%

MGV-GENOME-0251822: 16,750-30,562 (+)
26 endolysin (CDS_0029)
RT_III-AM_III-B_2 (CDS_0024) 25Tg7 28 30 31 3233 34 ADP-ribosylglycohydrolase (CDS_0035)

!ﬁ

MGV-GENOME-0237900: 17,158-29,058 (+)
24

————
MGV-GENOME-0171089:17,162-22,727 (+)

—
24
I

MGV-GENOME-0171918:17,162-22,843 (+)
single strand DNA binding protein (CDS_0026)

DNA polymerase (CDS_0027) DNA methyltransferase (CDS_0030)
tail protein (CDS_0018) 23 2425 \ 28DNA primase (CDS_0029) 3132 33 34ADP-ribosylglycohydrolase (CDS_0035)
—_— — N N A —

e
MGV-GENOME-0212673:15,735-29,581 (+)
tail protein (CDS_0023)
2425 2627 ADP-ribosylglycohydrolase (CDS_0028)

|

MGV-GENOME-0181763:16,353-24,286 (+)
6000 nt i
DNA, RNA and nucleotide metabolism lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
— I L]




