
NC_028755.1: 133,748-141,116 (+)

205
thymidine kinase (CDS_0206)

207

DarTG__DarG (CDS_0208)
209

210

valyl tRNA synthetase modifier (CDS_0211)

212 213
unknown function (CDS_0214)

215 216 217
PhoH-like phosphate starvation-inducible (CDS_0218)

219 endolysin (CDS_0220)

MGV-GENOME-0375107: 121,648-129,822 (+)

197 198 203 204 210

NC_048645.1: 133,947-141,585 (+)

starvation-inducible transcriptional regulator (CDS_0207)
lysis inhibition (CDS_0208) 215 216 218 219

HE981739.1: 134,995-142,469 (+)

214 216 219 220

NC_014467.1: 130,844-138,821 (+)

201
unknown function (CDS_0202)

unknown function (CDS_0203)

HNH endonuclease (CDS_0204) 211

NC_029013.1: 131,525-138,885 (+)

lipoprotein (CDS_0206) 213

MGV-GENOME-0378091: 129,768-138,072 (+)

203 207 209 210 215

GU295964.1: 128,903-137,127 (+)

204 207 208 209

HQ918180.1: 129,656-137,053 (+)

207 208

NC_055712.1: 124,582-133,427 (+)

194 195 198

NC_041980.1: 129,338-137,306 (+)

207 208

3000 nt

DNA, RNA and nucleotide metabolism lysis other transcription regulation unknown function defence (DefenseFinder)


