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anaerobic ribonucleotide reductase small subunit (CDS_0048)
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MGV-GENOME-0375107: 14,294-29,797 (+)
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homing endonuclease (CDS_0041)
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HE981739.1: 25,491-36,991 (+)
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NC_031057.1: 25,514-36,347 (+)
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NC_029013.1: 25,529-41,554 (+)
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NC_025414.1: 25,307-40,796 (+)
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NC_021344.2: 25,497-40,750 (+)
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NC_048645.1: 25,733-37,742 (+)
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NC_028755.1: 25,749-37,440 (+)
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NC_028750.1: 27,681-39,426 (+)
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homing endonuclease (CDS_0047)

49 50

HQ918180.1: 27,879-39,605 (+)

homing endonuclease (CDS_0047)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC) anti-defence (dbAPIS)


