NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0041)
nicotinamide phosphoribosyl transferase
endonuclease VII (CDS_0040) anaerobic ribonucleotide reductase small subunit (CDS_0048)
anti-RM (APIS107) (CDS_0038) HEase_00030 homing (CDS_0042)
‘37 39 43 44 4546 47 49 50 51 52 53

)
i
|.
|

l%
|

|

JNB882287.1: 26 584-37,238 (+)

HEase_00030 homing (CDS_0032)
30 88 34 35 42 tail fiber protein proximal subunit (CDS_0043)

|
|

I S E—
MGV-GENOME-0375107: 14,294-29,797 (+)

HEase_00030 homing (CDS_0044)
homing endonuclease (CDS_0041) 45 46 47  homing endonuclease (CDS_0049)

NC_048646.1:26,437-38,147 (+)
HNH endonuclease (CDS_0039) 41 42 43 44 45

IS
o
N
N

HE981739.1:25,491-36,991 (+)
39 40 41 42

N
@
IS
IS

NC 031057.1:25,514-36,347 (+)
42 43 44 45

N
o
N
~N

T —— N
NC_029013.1:25,529-41,554 (+)

39 40 41 42

N
5]
IS
N

NC_025414.1:25,307-40,796 (+)

N
o
N
-
N
N
N
@
EN

NC_021344.2: 25,497-40,750 (+)
oMTase_00003 orphan (CDS_0037) 42 43 44 45

N
o
IS
~N

!

NC_048645.1: 25,733-37,742 (+)
42 43 44 45

N
o
N
~N
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homing endonuclease (CDS_0047)
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NC_028750.1:27,681-39,426 (+)
homing endonuclease (CDS_0047)

HQ918180.1:27,879-39,605 (+)
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