FmdB-like transcriptional regulator (CDS_0078)

unknown function (CDS_0079) endonuclease V N-glycosylase UV repair enzyme (CDS_0088)
DNA topoisomerase Il large subunit (CDS_0077) tail protein (CDS_0092) Dda-like helicase (CDS_0096)
DNA topoisomerase Il (CDS_0076) 80 81 82 83 8485 8687 89 9091 93 94 95 97
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NC_048645.1:57,614-68,740 (+)

endonuclease V N-glycosylase UV repair enzyme (CDS_0087)
82 83 84 85 86 88 89 90
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NC_028755.1:57,101-68,601 (+)

endonuclease V N-glycosylase UV repair enzyme (CDS_0073)
7172 74 7576
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MGV-GENOME-0375107:44,708-55,408 (+)
8485 8687 88 8990

NC_048646.1:57,975-68,562 (+)
78 79 8384 85 8687

JNB82287.1:56,838-66,993 (+)
FmdB-like transcriptional regulator (CDS_0078)
DNA topoisomerase Il unknown function (CDS_0079) 84 858687 88 8990 94

i#

— R E— S S S N N N 55555 M
NC_029013.1:57,764-67,143 (+)

endonuclease V N-glycosylase UV repair enzyme (CDS_0084)
818283 85 8687
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NC_031057.1:59,718-69,646 (+)
77 80 81 8283 85 86 88

NC_041981.1:55,014-64,037 (+)
79 80 8182

NC_042138.1:55,113-64,148 (+)
4000 nt i
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