
uvig_215437: 28,577-34,879 (+)

39 40 41 42 43 44 tRNA-Leu(CAA) 45 46 47 48 49 50

MGV-GENOME-0309937: 23,183-29,126 (+)

37

MGV-GENOME-4428000: 28,775-35,585 (+)

43 44

MGV-GENOME-0324580: 28,064-35,022 (+)

41 42 43 44

MGV-GENOME-0328196: 29,887-36,163 (+)

47 48 49

IMGVR_UViG_3300029729_000009|3300029729|Ga0245191_100379: 29,832-35,818 (+)

46 47

IMGVR_UViG_3300045988_065378|3300045988|Ga0495776_113355: 2,655-10,061 (-)

1112131418192021

MGV-GENOME-0324935: 4,913-11,666 (-)

16171823

IMGVR_UViG_3300045988_058937|3300045988|Ga0495776_003290: 4,913-11,666 (-)

161718

MGV-GENOME-0321749: 4,049-10,778 (-)

13141516

uvig_116704: 4,049-10,711 (-)

13141516

Shkoporov_2018_SRR6128021_NODE_7_length_55154_cov_713.203597: 3,810-10,223 (-)

141516

uvig_339354: 3,410-11,259 (-)

1314151617

IMGVR_UViG_3300029420_000004|3300029420|Ga0243803_100516: 3,361-12,734 (-)

1314151617181920

IMGVR_UViG_3300029423_000005|3300029423|Ga0243802_100494: 3,361-12,693 (-)

1314151617181920

IMGVR_UViG_3300029774_000004|3300029774|Ga0243768_100484: 3,361-12,691 (-)

13141516171819

SAMN06164997_a1_ct9186: 3,361-12,741 (-)

13141516171819

MGV-GENOME-0322418: 3,084-11,907 (-)

1617182124

uvig_525194: 3,084-11,962 (-)

16171824

3000 nt

unknown function tRNA


