
uvig_329847: 34,781-43,140 (+)

48 49 50 51 52 53 54 55 56 57 58
DS-15__DS-15A (CDS_0059)

ParA-like partition protein (CDS_0060)

61 62 63

SAMN00791969_a1_ct18611: 34,781-42,665 (+)

53 54 55 56 DS-15__DS-15A (CDS_0059)

MGV-GENOME-0315447: 28,341-35,911 (+)

43 44

IMGVR_UViG_3300045988_055984|3300045988|Ga0495776_007665: 1-7,494 (-); 58,441-59,521 (-)

transcriptional repressor (CDS_0005)6789

uvig_296375: 1-7,439 (-); 58,441-59,521 (-)

transcriptional repressor (CDS_0005)678

IMGVR_UViG_3300045988_060130|3300045988|Ga0495776_003375: 30,913-39,335 (+)

48 49 50 52 54

MGV-GENOME-0328611: 1-7,773 (-); 56,885-58,311 (-)

2578transcriptional regulator (CDS_0009)14 98

MGV-GENOME-0321749: 1-6,926 (-); 53,174-55,057 (-)

2467 96

IMGVR_UViG_3300045988_065378|3300045988|Ga0495776_113355: 1-5,532 (-)

45

IMGVR_UViG_3300039356_000046|3300039356|Ga0169776_00201: 1-6,980 (-); 54,917-55,997 (-)

56711

MGV-GENOME-0316736: 1-6,980 (-)

567

uvig_121727: 1,337-7,146 (-)

678

MGV-GENOME-0322418: 1-6,153 (-)

456789

uvig_525194: 1-6,153 (-); 52,367-55,352 (-)

456789 100

Shkoporov_2018_SRR6128021_NODE_7_length_55154_cov_713.203597: 1,337-6,876 (-)

678

uvig_29625: 1,514-8,102 (-)

4678910

MGV-GENOME-0325944: 1-6,290 (-); 55,657-57,057 (-)

246

uvig_128812: 1-5,769 (-)

46

IMGVR_UViG_3300045988_082810|3300045988|Ga0495776_005105: 1-6,523 (-); 54,212-55,612 (-)

56

SAMEA3951732_b1_ct7: 1-6,002 (-)

356

MGV-GENOME-4427521: 1-7,796 (-); 55,256-56,915 (-)

26789

IMGVR_UViG_3300045988_058937|3300045988|Ga0495776_003290: 1-7,981 (-); 54,912-56,593 (-)

6789

IMGVR_UViG_3300007108_000002|3300007108|Ga0102731_100139: 1-7,875 (-); 55,236-56,895 (-)

6
TRIP13_00001 TRIP13 (CDS_0007)

8910

IMGVR_UViG_3300045988_061179|3300045988|Ga0495776_016355: 1-6,922 (-); 57,222-58,652 (-)

56

MGV-GENOME-0330898: 1-6,314 (-); 56,965-59,540 (-)

235anti-repressor (CDS_0006)
capH (CDS_0007)

MGV-GENOME-0324403: 1-6,644 (-); 54,987-56,320 (-)

5anti-repressor (CDS_0006)

MGV-GENOME-0332680: 1,460-7,070 (-)

46anti-repressor (CDS_0007)

IMGVR_UViG_3300045988_064803|3300045988|Ga0495776_005139: 1-7,041 (-); 54,409-55,809 (-)

3
transcriptional repressor (CDS_0005)

6

MGV-GENOME-0313541: 1-6,525 (-)

3transcriptional repressor (CDS_0005)

Ma_2019_SRR341585_NODE_121_length_60365_cov_26.977433: 1-6,301 (-); 58,729-60,365 (-)

35

IMGVR_UViG_3300045988_056134|3300045988|Ga0495776_054879: 1-6,301 (-)

3

IMGVR_UViG_3300045988_041844|3300045988|Ga0495776_091126: 1-6,716 (-)

24567

IMGVR_UViG_3300045988_062464|3300045988|Ga0495776_007845: 1-7,063 (-); 57,263-58,889 (-)

35678

IMGVR_UViG_3300045988_040181|3300045988|Ga0495776_011341: 31,435-39,921 (+)

anti-repressor Ant (CDS_0047)
48 50

IMGVR_UViG_3300045988_025968|3300045988|Ga0495776_142180: 1,355-7,671 (-)

56
anti-repressor Ant (CDS_0007)

13

IMGVR_UViG_3300045988_040089|3300045988|Ga0495776_003348: 1-7,192 (-); 54,148-56,865 (-)

45671213

MGV-GENOME-0328302: 1-5,784 (-)

24567

IMGVR_UViG_3300045988_042004|3300045988|Ga0495776_073807: 1-8,005 (-)

6789

IMGVR_UViG_3300045988_056040|3300045988|Ga0495776_005470: 1-9,486 (-)

9101415161718

MGV-GENOME-0321546: 1-9,486 (-)

910

uvig_219650: 1-8,097 (-)

1234

3000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


