pVip-near-kinase Viperins (CDS_0045)
40 41 42 43 44 46 47 48 49 50 51 52 1 2

TemPhD_cluster_62283:27,790-35,526 (+); 1-1,801 (+)
pVip-near-kinase Viperins (CDS_0032) 33 34 35 36

MGV-GENOME- 0203699 20,894-28,628 (+)

SspD_00001 SspD (CDS_0046)
38 3940 45 47 48 49

uvig_153119_:26,562-35,503 (+)
36 41 42 43 44 45
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MGV-GENOME-0249586:23,980-32,238 (+)

41 42 43 44
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MGV-GENOME-0236699: 24,510-32,767 (+)
45 46 47 48 49 50
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uvig_213282: 27,766-35,804 (+)
42 43 44 45 46 47 48 49 50 51 52 53 54

uvig 267524:25,623-35,913 (+)
tRNA-Undet(NNN) 43 44 45 46 47 48 49

IMGVR_UVIiG_ 3300045988 054514|3300045988\Gao495776 021037:27, 820 35, 971( )
32 33 34 35 36 37 38 39
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MGV-GENOME-0242059: 20,798-30,246 (+)
4000 nt {
head and packaging unknown function defence (PADLOC) tRNA
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