
MGV-GENOME-0300402: 26,853-38,012 (+)
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nucleotide kinase (CDS_0032)

33
tRNA-Ser(ACT)
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RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)
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RusA-like Holliday junction resolvase (CDS_0044)

45

IMGVR_UViG_3300045988_150258|3300045988|Ga0495776_015832: 26,717-36,840 (+)

34 35 36

uvig_588413: 25,703-36,676 (+)

28 29 30 34 35 36 37 38 39 40

uvig_574362: 25,562-38,534 (+)
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RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42

uvig_594984: 26,650-38,306 (+)

36 37 38
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0039)

40

uvig_96060: 25,090-36,545 (+)
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31

32

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0033)

34

MGV-GENOME-0291677: 26,683-35,191 (+)

29 30 31 32
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)

35

MGV-GENOME-0266804: 21,677-30,885 (+)

20 21 22 23
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0025)

26

IMGVR_UViG_3300045988_153155|3300045988|Ga0495776_019033: 30,052-38,122 (+)

35 36 37 38 39 40 42 43 44

MGV-GENOME-0304940: 26,675-38,680 (+)

29 32 34 36 37 38 39 40 41 42 46

IMGVR_UViG_3300045988_137950|3300045988|Ga0495776_132517: 24,336-34,893 (+)

23 24 29 30 31 32 33

MGV-GENOME-0288435: 23,427-34,436 (+)
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IMGVR_UViG_3300045988_187264|3300045988|Ga0495776_026774|8474-56191: 27,132-38,332 (+)

35 36 37 38 39 40

MGV-GENOME-0290699: 24,171-34,947 (+)

30 31 32 33 34 35 36 41

uvig_346831: 26,915-37,813 (+)

nucleotide kinase (CDS_0035) 36 38 39 40 41 42 43 44

uvig_352520: 26,992-37,787 (+)

37 38 39 40 41 42 43

IMGVR_UViG_3300045988_184358|3300045988|Ga0495776_159457|8595-56951: 27,358-39,097 (+)

36 37 38 3940 41 42 43

MGV-GENOME-0297742: 25,775-36,548 (+)
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