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Station191 SUR_ALL assembly NODE 2655 _length 14441 cov_136.398165:2-6,649 (+)
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Station45_SUR_ALL_assembly_ NODE_1274_length_13706_cov_5.631163:2-6,573 (+)
20 19 18 17 16 15
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Station68_MES_DO_NOT_POOL_NODE_3474 length_15210_cov_45.753415:7,525-15,208 (-)

DNA helicase (CDS_0023)
24 22 21 20 DNA binding protein
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Station193_SUR_ALL assembly NODE_1659_length_23745_cov_89.985564:16,105-23,741 (-)
DNA helicase (CDS_0002)
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Station188_SUR_ALL assembly NODE_ 5812 length_12087_cov_7.497839:3-6,778 (+)
17 16 15 14
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Station163_SUR_ALL _assembly_NODE_2914 length_13824_cov_26.864769:7,620-13,822 (-)
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Station155_DCM_ALL_assembly NODE_6289_length_13638_cov_23.773540: 106-6,019 (+)
1 2 3 4

e e 1 ——
Station208_SUR_ALL _assembly_ NODE_3429 length_14177_cov_19.028891:2-6,558 (+)

17 16 15 14 13 DNA binding protein (CDS_0008)
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Station155_DCM_ALL assembly_ NODE_6980_length_12483_cov_161.813566:5,865-12,482 (-)
17 16

Station82_SUR_COMBINED_FINAL_NODE_3664_length_11797_cov_11.655595:7,881-11,796 (-)
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Station201_DCM_ALL assembly NODE_6997 length_11511_cov_64.362867:1-3,565 (+)
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Station201_MES_ALL _assembly_ NODE_3150_length_17538_cov_28.454613: 3-4,550 (+)
16 15

Station201_DCM_ALL_assembly_NODE_6082_length_12656_cov_50.919054:8,107-12,654 (-)
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Station68_MES_DO_NOT_POOL_NODE_4987_length_11755_cov_24.512906: 3-3,791 (+)

DNA helicase (CDS_0010)
16 15 14 13 12 11 9
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Station82_DCM_COMBINED_FINAL_NODE_3482_length_12691 cov_8.441121:1,572-12,689 (-)
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Station123 _SUR_ALL _assembly NODE_1790_length 12828 _cov_2.874344:1,563-12,826 (-)
4000 nt |
DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)




