21 PDC-S13_WP_186842295.1 (CDS_0029)
18 19 20T22 23 24 25 26 27 28 30 31 3233 343536 37 38 39 40 41 42 ParB-like partition protein (CDS_0043)

IMGVR_UViG_2558860116_000001|2558860116]2558862702|15503-55064: 16,140-34,466 (+)
PDC-S13_WP_186842295.1 (CDS_0027)
integrase (CDS_0025)
endolysin (CDS_0023)  metallo-protease (CDS_0026)

24 | T | 28 29 3031 323334
[, S ) 5 N ¥ g S O S O\ g, S Ty N R—

IMGVR_UViG_2681813198 000001|2681813198|2681865733:16,140-31,524 (+)
PDC-M69A_WP_216276383.1 (CDS_0031)

tRNA-Pro(TGG)endonuclease (CDS_0029)
20 24 25 26 27 T 28 30 | 323334
ot bbbt Ob-dac_ e apRdCD-1LDED

IMGVR _UViG_3300014570_000214|3300014570|Ga0134400_1000009|80944-120511: 16,564-31,966 (+)
PDC-M69A_WP_216276383.1 (CDS_0030)
endolysin (CDS_0024) endonuclease (CDS_0028)
25 26 27 29 | 3132

|
|
i
i
|
| t

S S E—
IMGVR_UViG_3300014792_000269|3300014792|Ga0134427_1000110[1968-41095: 16,568-31,525 (+)

endolysin (CDS_0024)
25 26 27 28 29 30 31 32 33 34 38 39

|
|
|
|
|
|

S S E—
IMGVR_UViG_3300045988_114483|3300045988|Ga0495776_043924:16,582-31,112 (+)

PDC-M69A WP_216276383.1 (CDS_0034)
holin (CDS_0025) endonuclease (CDS_0032)
endolysin (CDS 0024) | 26 27 28 29 30 31 33 |35

I S S E— EEEssssss————— S RN s S S S —
uvig_177074:16,583-37,432 (+)

holin (CDS_0025) endonuclease (CDS_0028)
endolysin (CDS_0024) | 26 27 29 303132 33 36

|
|
+

EE—— e | S— e S I S S R S S
uvig_357754:16,578-33,063 (+)

endolysin (CDS_0024)
25 26 27 28 capH (CDS_0029)

|
!
+

uvig 204872:16,581-28,587 (+)
endolysin (CDS_0024)
25 26 capH (CDS_0027)

|
!
|

MGV-GENOME-0244974:16,581-26,718 (+)
endolysin (CDS_0024)
25 26 27 capH (CDS_0028)

|
|
|
i
i
|

IMGVR_UViG_3300029357_000313|3300029357|Ga0243847_100102[95571-131070: 16,612-27,829 (+)
endolysin (CDS_0024)
25 26 27 28 29 30 31 capH (CDS_0032)

|
!
+

uvig 223156:16,584-34,102 (+)
endolysin (CDS_0024)
25 26 27 28 capH (CDS_0029)

\
|
\ #
|
|
i
|
|

Han_2018_ERR1398157 | NODE 286 _length_36447 _cov_ 76 178803: 16,583~ 28 804( )
24 25 26 27  capH (CDS_0028)

IMGVR_UViG_2907544700_000001|2907544700|2907544710|95327-130799: 16,577-27,802 (+)
24 25 26 capH (CDS_0027)

ivig_ 901:16,577-26,592 (+)
endolysin (CDS_0024)
25 26 capH (CDS_0027)

|
!
+

uvig_210947: 16,580-25,604 (+)
endolysin (CDS_0024)
25 26 27

|
|
#

ivig_1563: 16,605-27,138 (+)
endolysin (CDS_0024)
2526 27 28 29 capH (CDS_0030) 35

|
1
|
!
1
i
|

IMGVR_UViG_3300031867_010010|3300031867|Ga0326511_10000160[172-36022: 16,571-28,892 (+)

endolysin (CDS_0024)
2526 27 28 capH (CDS_0029)

|
1
|
!
i
|

IMGVR_UViG_3300031760_000292|3300031760|Ga0326513_10000450: 16,571-27,956 (+)
holin (CDS_0026)
endolysin (CDS_0025)
20 21 27 28 29 30 capH(CDS_0031)

uvig_294034:16,142-27,869 (+)

8000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (PADLOC) tRNA pseudogene
— I I




