minor head protein (CDS_0006)
assembly (protein IV of M13) (CDS_0008) DS-24_DS-24 (CDS_0014)
7 9 10 11 12 13 15 transcriptional regulator (CDS_0016)
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IMGVR_UViG_2541047961_000001|2541047961|2541180346|99205-109887: 3,694-10,512 (+)

11 12 DS-24_DS-24(CDS_0013)

IMGVR_UViG_2563366881_000001|2563366881]2563394918|102579-112609: 3,694-9,860 (+)
transcriptional regulator (CDS_0012)

11 13 14 DS-24_DS-24(CDS_0015)
S — — —— L S E—
IMGVR_UViG_2667527584 OOOOOl|2667527584\2667542676|496247 508044:3,694-11,627 (+)
11 12 DS-24_DS-24(CDS_0013)
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MGVR_UViG_3300029592_000094(3300029592|Ga0245129_ 102028 3,694- 9811( )
11 12 DS-24 DS-24(CDS_0013)

IMGVR_UViG_3300029721_000077|3300029721|Ga0245216_101205: 3,693-9,835 (+)
11 12 DS-24_DS-24(CDS_0013)

I I
IMGVR UViG_2718218101 OOOOOl|2718218101\2718228598|1546064 1555760:3,694-9,526 (+)
16 17 18
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uvig_160801:6,113-12,719 (+)

transcriptional regulator (CDS_0012)

11 13 14
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IMGVR_UViG_2563366858 000001|2563366858\2563393899|59316 71123:3,694-11,637 (+)

12 13
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IMGVR UViG_2675903665 OOOOOi|2675903665\2676003349|367277 378659:3,694-11,212 (+)
11 12 13

I
MGVR_UViG_2687453182 OOOOOl|2687453182\2687453608|2081598 2091773:3,694-10,005 (+)
11 12

— S S E—
MGVR_UViG_3300029605_000157|3300029605|Ga0245145 103874 3,349-8,632 (+)

transcriptional regulator (CDS_0012)
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IMGVR_UViG_2663763400_000001[2663763400|2663855540[107806-119055: 3,694-11,079 (+)

transcriptional regulator (CDS_0011) 12 13 14
e I — L} ;o |
IMGVR_UVIG_2585427764 000001|2585427764\2585459051|156 10827:3,694-10,501 (+)
Type 1 fimbriae (VF0221) (CDS_0013)
11 12 Bcf (VF0950) (CDS_0014) 15 16 17
I . W— I — | I I T S D
uvig 461106:3,694-12,156 (+)
transcriptional regulator (CDS_0013)
12 14 15
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IMGVR_UViG_2654587736_000001|2654587736|2654604027|2479138-2490828: 5009-11,520 (+)
transcriptional regulator (CDS_0012)
11 13 14
1 L B8 ______§B§ ]
IMGVR_UViG_2563366980! OOOOOlI2563366980\25634004OS|105908 117599 3,694-11,521 (+)
11 12 13 14 15 16
L — I — I D D
IMGVR _UVIG_2519899624 000001|2519899624]2519937544(28386-39900: 3,694-11,344 (+)
11 12 13 14

I ]
IMGVR_UViG_2698536573_000001|2698536573]2698570671(15-11216:3,694-11,031 (+)
11 12
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MGVR_UViG_3300011634 OOOOOl|3300011634\Ga0121034 100001|923517 935699:3, 694 12,012 (+)

15 16
e S— I
IMGVR_UViG_2648501361 OOOOOl|2648501361\2648523924|27512 39121:6,216-11,439 (+)
11 12 15 16 17 replication protein (CDS_0001)

IMGVR_UViG_2718217770_000001|2718217770|2718227924|2213101-2224631: 3,695-11,531 (+); 1-1,053 (+)
transcriptional regulator (CDS_0012)
10 11 13 14
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uvig_319591:1,969-11,982 (+)

transcriptional regulator (CDS_0011)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)
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