DNA methyltransferase (CDS_0038)
exonuclease (CDS_0039)
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IMGVR_UViG_3300045988_107441|3300045988|Ga0495776_006778: 18,855-23,279 (+)
HNH endonuclease (CDS_0033) 36

DnaB-like replicative helicase (CDS_0027)
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31 DNA methyltransferase (CDS_0033) 35
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uvig 558918:18,251-23,752 (+)

DnaB-like replicative helicase
29 HNH endonuclease (CDS_0034)
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IMGVR_UViG_3300045988_125064|3300045988|Ga0495776_054427:19,026-23,539 (+)
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MGV-GENOME-0251227:10,889-15,478 (+)
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IMGVR_UViG_3300030320_000075|3300030320|Ga0244994_100893: 18,487-22,508 (+)
31 32 HNH endonuclease (CDS_0034)
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MGV-GENOME-0300154: 17,567-22,288 (+)
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HNH endonuclease (CDS_0032)

IMGVR_UViG_3300045988_096692|3300045988|Ga0495776_015929:17,934-22,540 (+)
30 HNH endonuclease (CDS_0034)
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MGV-GENOME-0279030: 18,285-24,411 (+)
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MGV-GENOME-0291721:17,974-21,859 (+)

26 DNA methyltransferase (CDS_0031) 35 36
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SRR7892450_ NODE _3_length 46039 cov_231.654989:16,057-24,136 (+)
3000 nt {
DNA, RNA and nucleotide metabolism other unknown function
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