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Ma. 2019 SRR341620 NODE 285 length 48271 cov 4813796 27,127 31,640 (+)
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IMGVR_UViG_3300045988_073854|3300045988|Ga0495776_015636: 24,413-28,923 (+)
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IMGVR_UViG_3300030320_000075|3300030320|Ga0244994_100893: 24,737-28,924 (+)
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MGV-GENOME-0290692: 23,268-27,780 (+)
47 49 53
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MGV-GENOME-0300154: 24,516-32,502 (+)
HNH endonuclease (CDS_0048)

SAMN10080883_al ct121:27,197-32,143 (+)
HNH endonuclease (CDS_0044)

uvig_270597: 24,079-29,040 (+)
HNH endonuclease (CDS_0050)
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IMGVR_UViG_3300045988_107441|3300045988|Ga0495776_006778:26,273-31,235 (+)
49 50

MGV-GENOME-0291721:24,489-28,991 (+)
52 53 57 59 60

SAMN11252266_al_ct5365:26,615-34,380 (+)
40 41 46

MGV-GENOME-0251227: 18,746-23,403 (+)
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uvig_307862:25,908-32,577 (+)
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MGV-GENOME-0279030:22,167-28,604 (+)
3000 nt i
DNA, RNA and nucleotide metabolism tail unknown function
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